UniprotKB

Entry name organism (full name oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(!oplasmlc golgi plasma extl.‘acellular
1D sites sites reticulum apparatus membrane [region
Q6P271 Q6P271 DANRE |Danio Sodium/potassium- [26.412228 NaN NaN 40044042 MGYGRSDSYRVATTQDNDDKESPK [NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

transporting
/ATPase subunit
alpha

KGKGGKDLDDLKKEVPLTEHKMSIE
EVCRKYNTDIVQGLTNARAAEYLAR
DGPNALTPPPTTPEWVKFCRQLFGG
FSILLWIGAILCFLAYAIQAATEDEPA
GDNLYLGIVLSAVVIITGCFSYFQEAK
SSKIMESFKNMVPQQALVIREGEKL
QINAEEVVGGDLVEVKGGDRIPADL
RIISAHGCKVDNSSLTGESEPQTRSP
DCTHDNPLETRNIAFFSTNCVEGTA
RGIVVCTGDRTVMGRIATLTSGLETG
KTPIAKEIEHFIHIITGVAVFLGVTFFI
LSIILGYSWLEAVIFLIGIIVANVPEGL
LATVIVCLTLTAKRMARKNCLVKNL
EAVETLGSTSTICSDKTGTLTQNRMT
IVAHMWFDNQIHEADTTEDQSGASF
DKSSGTWLALARVAALCNRAVFKAG
QESLPILKRDVAGDASESALLKCIEL
SCGSVKAMRDKNKKVAEIPFNSTNK
YQLSVHELDESEENHYLLVMKGAPE
RILDRCSTILQQGKEQPMDEELKEA
FQNAYLELGGLGERVLGFCHLVMP
GDKYPKGFAFDTDDINFQTDNLCFV
GLMSMIDPPRAAVPDAVGKCRSAGI
KVIMVTGDHPITAKAIAKGVGIISEGN
ETVEDIAARLNIPVSQVNPRDAKACV
IHGTDLKDLSQDQMDEVLKNHTEIV
FARTSPQQKLIIVEGCQRQGAIVAVT
GDGVNDSPALKKADIGVAMGISGSD
IVSKQAADMILLDDNFASIVTGVEEG
RLIFDNLKKSIAYTLTSNIPEITPFLFF
ILVNIPLPLGTITILCIDLGTDMVPAIS
LAYEAAESDIMKRQPRNPLRDKLVN
ERLISIAYGQIGMIQALGGFFSYFVIL
IAENGFLPSVLVGIRLNWDDRSNNDL
EDSYGQQWTYEQRKIVEFTCHTAFF
IVSIVVVQWADVIICKTRRNSVFQQG
MKNKILIFGLFEETALAAFLSYCPGM
DVALRMYPLKPSWWFCAFPYSFLIF
IVYDEIRKLILRRNPGGWVEKETYY




