musculus

3

GKERASFWLGELQRSVHAWEISDQL
LQIRQDVESCYFAAQTMKMKIQTSF
YELPTDSHASLRDSLLTHIQNLKDLS
PVIVTQLALAIADLALQMPSWKGCV
QTLVEKYSNDVTSLPFLLEILTVLPE
EVHSRSLRIGANRRTEIIEDLAFYSST
VVSLLMTCVEKAGTDEKMLMKVFR
CLGSWFNLGVLDSNFMANNKLLAL
LFEVLQQDKTSSNLHEAASDCVCSA
LYAIENVETNLPLAMQLFQGVLTLET
AYHMAVAREDLDKVLNYCRIFTELC
ETFLEKIVCTPGQGLGDLRTLELLLI
CAGHPQYEVVEISFNFWYRLGEHLY
KTNDEVIHSIFKAYIQRLLHALARHC
QLEPDHEGVPEETDDFGEFRMRVS
DLVKDLIFLIGSMECFAQLYSTLKEG
NPPWEVTEAVLFIMAAIAKSVDPEN
NPTLVEVLEGVVHLPETVHTAVRYT
SIELVGEMSEVVDRNPQFLDPVLGY
LMKGLCEKPLASAAAKATHNICSVCR
DHMAQHFNGLLEIAHSLDSFMLSP
EAAVGLLKGTALVLARLPLDKITECL
SELCSVQVMALKKLLSQEPSNGISS
DPTVFLDRLAVIFRHTNPIVENGQTH
PCQKVIQEIWPVLSETLNKHRADNRI
VERCCRCLRFAVRCVGKGSAALLQP
LVTQMVNVYHVHQHSCFLYLGSILV
DEYGMEEGCRQGLLDMLQALCIPTF
QLLEQQNGLQNHPDTVDDLFRLAT
RFIQRSPVTLLRSQVVIPILQWAIAST
TLDHRDANSSVMRFLRDLIHTGVAN
DHEEDFELRKELIGQVMSQLGQQLV
SQLLHTCCFCLPPYTLPDVAEVLWEI
MQVDRPTFCRWLENSLKGLPKETTV
GAVTVTHKQLTDFHKQVTSAEECKQ

'VCWALRDFTRLFR

UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6P2B1 'TNPO3_MOUSE |Mus Transportin- 27.312347 NaN S74;T896;T242 |28135057;33300544 MEGAKPTLQLVYQAVQALYHDPDPS |None None None [None None None None None None




