UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular [extracellular (cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
Q6P3A8 ODBB_MOUSE Mus 2- 23.627151 NaN NaN 37453647 MAAVAARAGGLLWLRAAGAERRRC [None None None [None None None None None None
musculus |oxoisovalerate GLRCAALVQGFLQPGGEDTAQKRRV
dehydrogenase IAHFTFHPDPESLQYGQTQKMNLFQ

subunit beta,
mitochondrial

SITSALDNSLAKDPTAVIFGEDVAFG
GVFRCTVGLRDKYGKDRVFNTPLCE
QGIVGFGIGIAVTGATAIAEIQFADYIF
PAFDQIVNEAAKYRYRSGDLFNCGS
LTIRAPWGCVGHGALYHSQSPEAFF
IAHCPGIKVVIPRSPFQAKGLLLSCIED
KNPCIFFEPKILYRAAVEQVPVEPYKI
PLSQAEVIQEGSDVTLVAWGTQVHV
IREVASMAQEKLGVSCEVIDLRTIVP
\WDVDTVCKSVIKTGRLLISHEAPLTG
GFASEISSTVQEECFLNLEAPISRVC
GYDTPFPHIFEPFYIPDKWKCYDALR
KMINY




