UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enl?oplasmlc golgi plasma extr.‘acellular
ID sites sites reticulum apparatus membrane [region
Q6P575 BGP11_HUMAN Homo Putative 22.903221 S22 NaN 38253038 MTAAETGRGKPRLGGGSGLGGSPAA [None None None [None None None None None None
sapiens inactive beta- IVVWLHVGATGRDAVSPREPVVAAQA
glucuronidase IAGRPLKLPRRLLRQPTPGLRGAESGP
protein TVDMPVPSSFNDIGQGWRLRHFVS
GUSBP11 WLWYEREVTLLERWIQDLCTRVVLR

IGSAHFYAIVWVNGVDTVEHEGGYL
PFEADISSLFQVEPLPSHLCITIAINN
TLTPQPCHQGPSVHDRHLQVGTILP
PLHAPTFPPHPVVFLPGTGYPKGYFV
QNTDFDFFSYAGLLWSLLLYTTPPTY
IDDVTVTTGVKRDSGEGFW




