UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane [region
Q6P6L5 Q6P6L5_MOUSE [Mus Myosin-|29.125745 NaN NaN 39927985 MPEPTKKEENEVSAPAPPPEEPNKE |[NaN NaN NaN [NaN NaN NaN NaN NaN None
musculus |binding KEAGTAPAKEWSLGESPAGGEEQDK

protein QNANSQLSTLFVEKPQTGSVKVGAN

C, ITFVAKVRAEDLLRKPTVKWFKGKW

slow- MDLASKAGKHLQLKETFERQTRVYT

type FEMQIIKAKENYAGNYRCEVTYKDK

FDSCSFDLEVHESTGTTPNIDIRSAF
KRSGEGQEDAGELDFSGLLKRREVK
QQEEEPEIDVWELLKNANPNEYEKI
IAFQYGITDLRGMLKRLKRMRRVEKK
SAAFAKILDPAYQVDKGGKVRFVVEL
IADPKLEVKWFKNGQEIRPSTKYIFE
HKGNERIMFINNCSLTDDSEYYVTA
GDEKCSTELFVREPPIMVTKQLEDM
NAYCGERVEMEVEVSEDDANVKWF
KNGEEIFPGPKSRYKIKVEGKKHTLII
EGATKADSAEYSAMTTGGQSSAKLS
VDLRPLKITTPLTDQTVKLGKEVCLK
CEISENVPGKWTKNGLPVQEGERLK
\VVHKGRIHKLVIANALIEDEGEYVFT
PDAYNVPLSAKVHVIDPPKIILDGLD
IADNTVTVIAGSKLRLEIPVTGEPPPK
IATWSRADKAIMEGSGRIRAESYPDSS
TLVIDVAERDDSGVYNINLKNEAGE
IAHASIKIKVVDIPDPPVAPNVTEVGD
DWCIMNWEPPAYDGGSPILGYFIER
KKKQSSRWMRLNFDLCKETTFEPK
KMIEGVAYEVRIFAVNAIGISKPSMP
SKPFVPLAVTSPPTLLAVDSVTDSSV
TMKWRPPDQIGAAGLDGYVLEYCFE
GTEDWIVANTDLIDKTKFTINGLPTD
IAKIFVRVKAINAAGASEPKYYSQPILV
KEIIEPPKIRIPRHLKQTYIRRVGEAV
NLVIPFQGKPRPELTWKKDGEEIDK
NQINIRNSETDTIIFIRKAERSHSGKY
DLQVKVDKYVENASIDIQIVDRPGPP
QTVTIEDVWGENVALTWTPPKDDG
NAAITGYTIQKADKKSMEWFTVIEHY
HRTNATITELVIGNEYYFRVFAENM
CGLSEDATMTKESAVIAKDGKIYKNP
VYEDFNFTEAPMFTQPLVNTYAIAGY
NATLNCSVRGNPKPKITWMKNKVAI
IVDDPRYRMFSNQGVCTLEIRKPSPY
DGGTYCCKAVNDLGTVEIECKLEVK
IVVAQ




