UniprotKB Entry name organism [full name [oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q6P6NS SPRE3_MOUSE [Mus Sprouty- |25.775171 NaN NaN 34678516  MVRVRAVVMARDDSSGGWLPVGGG |None None None [None None None None None None
musculus [related, GLSQVSVCRVRGARPEGGARQGHYV

EVH1 IHGERLRDQKTTLECTLRPGLVYNK

domain- 'VNPIFHHWSLGDCKFGLTFQSPAEA

containing DEFQKSLLAALAALSRGSLTPSSSSS

protein 3 SSSPSQDTAETPCPLTSHVDSDSSSS

HSRQETPPTAPIATVESAAAFPLATR
PQRRRSSAQSYPPLLPFTGIPEPSESL
AGAGSQGWGSRGYEDYRRSGPPPPP
LALSTCVVRFAKTGALRGAALGPPVS
LPAPLTEAAPPAPPARPPPGPGPTPA
PAKASPEAEEAARCVHCRALFRRRA
DGRGGRCAEAPDPGRLLVRRLSCLW
CAESLLYHCLSDAEGDFSDPCACEP
GHPRPAARWAALAALSLAVPCLCCY
APLRACHWVAARCGCAGCGGRHEE
AAR




