UniprotKB Entry organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol \nucleus jmitochndrion enc‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q6P730 DAB2P_RAT [Rattus Disabled [23.439218 NaN $535;S554;5785;5S802 (38843836 MENLRRAVHPNKDNSRRVEHILKL [False False 2.712 (3.494 |0.91 0.844 False 4.24 1.125
norvegicus homolog IWVIEAKDLPAKKKYLCELCLDDVLYA
- RTTGKLKTDNVFWGEHFEFHNLPP
interacting LRTVIVHLYRETDKKKKKERNSYLG
protein LVSLPAASVAGRQFVEKWYPVVTPN

PKGGKGPGPMIRIKARYQTITILPME
MYKEFAEHITNHYLGLCAALEPILSA
KTKEEMASALVHILQSTGKVKDFLT
DLMMSEVDRCGDNEHLIFRENTLA
TKAIEEYLKLVGQKYLQDALGEFIKA
LYESDENCEVDPSKCSAADLPEHQG
NLKMCCELAFCKIINSYCVFPRELKE
VFASWRQECSSRGRPDISERLISASL
FLRFLCPAIMSPSLFNLLQEYPDDRT
IARTLTLIAKVTQNLANFAKFGSKEEY
MSFMNQFLEHEWTNMQRFLLEISN
PETLSNTAGFEGYIDLGRELSSLHSL
LWEAVSQLDQSIVSKLGPLPRILRDV
HTALSTPGSGQLPGTNDLASTPGSG
SSSVSAGLQKMVIENDLSGLIDFTRL
PSPTPENKDLFFVTRSSGVQPSPARS
SSYSEANEPDLQMANGSKSLSMVD
LQDARTLDGEAGSPVGPEALPADGQ
IVPATQLVAGWPARAAPVSLAGLATV
RRAVPTPTTPGTSEGAPGRPQLLAPL
SFQNPVYQMAAGLPLSPRGLGDSGS
EGHSSLSSHSNSEELAAAAKLGSFS
TAAEELARRPGELARRQMSLTEKGG
QPTVPRQNSAGPQRRIDQPPPPPPPP
PPAPRGRTPPTMLSTLQYPRPSSGTL
IASASPDWAGPGTRLRQQSSSSKGDS
PELKPRALHKQGPSPVSPNALDRTA
AWLLTMNAQLLEDEGLGPDPPHRD
RLRSKEELSQAEKDLAVLQDKLRIST
KKLEEYETLFKCQEETTQKLVLEYQA
RLEEGEERLRRQQEDKDVQMKGIIS
RLMSVEEELKKDHAEMQAAVDSKQ
KIIDAQEKRIASLDAANARLMSALTQ
LKERYSMRARNGVSPTNPTKLQITE
NGEFRNSSNC




