UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma ext
ID sites sites reticulum |apparatus membrane re(
Q6P8J7 KCRS_MOUSE Mus Creatine 29.871198 NaN 'T255;T356 36288343;39927985;37507081;333 [MASAFSKLLTGRNASLLFTTLGTSAL [True False 1.594 |False [4.581 False False False Fal
musculus kinase S- 00544 TTGYLLNRQKVSADAREQHKLFPPS
type, IADYPDLRKHNNCMAECLTPTIYAKL

mitochondrial

RNKMTPSGYTLDQCIQTGVDNPGHP
FIKTVGMVAGDEESYEVFADLFDPVI
KLRHNGYDPRVMKHPTDLDASKITH
GQFDERYVLSSRVRTGRSIRGLSLPP
IACSRAERREVENVAITALEGLKGDL
IAGRYYKLSEMTEQDQQRLIDDHFLF
DKPVSPLLTCAGMARDWPDARGIW
HNYDKTFLIWINEEDHTRVISMEKG
GNMKRVFERFCRGLKEVERLIQERG
IWEFMWNERLGYILTCPSNLGTGLR
IAGVHVRIPKLSKDPRFSKILENLRLQ
KRGTGGVDTAAVADVYDISNIDRIGR
SEVELVQIVIDGVNYLVDCEKKLERG

QDIKVPPPLPQFGRK




