
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q6P9Q6 FKB15_MOUSE Mus
musculus

FK506-
binding
protein
15

35.493921 S306;S344 S14;S23;S306;S310;S342;S344;S61
7;S948;S1018;S1050;S1091;T1093;
S1108;S1153;S1157;S1159;S1190;T
1198

40885482;39627609 MFGAGDEDDTDFLSPSGGAKLASLF
GLDQATMGHGNEFFQYTAPKQPKK
GQGTAAGNQTAPKPAPATTGTSSVL
FATAVHAYRYINGQYAKQGKFGAAV
LGNHTSREYRILLYISQQQPVTVATI
HLNFELMVRPNNYSTFYDDQRQNW
SIMFESEKAAVSFNKQVCVAKCNSI
SSLDAVLCQDLVAAEGPAVETGDSL
EVAYTGWLLQNHVLGQVFDSTANK
DKPLRLKLGSGKVVKGLEDGLLGMK
KGGKRLIITPSACAAGSEGVIGWTQP
TDSILVFEVEVRRVKFARDSGSDGH
SVSSRDSAAPSPIPASDSLSADPVVT
PLPLPLKPGEPGLRSKSNSLSEQLTV
NSNPDTVKAKLISRMAKMGQPMLPI
LPPQLDSNDSETEDATVLRGAGQSL
VTPSIQPSLQPAHPVLPQMASQAPQ
PSGSGLQTPSAALMQAVSLDSHSAV
SGNAQNFQPYAGVQAYAYPQTPSVT
SQLQPVRPLYPAPLSQAPHFQGSGD
MMSFLMTEARQHNTEIRMAVNKVA
DKMDHLMTKVEELQKHSSGNSMLL
PSMSVTMETSMIMSNIQRIIQENER
LKQELLEKSSRIEEQNDKISDLIERN
QRYVEQSNLMMEKRNNSLQTATEN
TQARILHAEQEKAKVTEELAAATAQV
SHLQLKMTAHQKKETELQLQLTDN
LKETDLLRGHVTRLQADLSELREAS
EQTQTKFKSEKQSRRQLELKVTSLE
EELTDLRAEKTSLEKNLSERKKKSA
QERCQAEAEMDEIRKSHQEELDRLR
QLLKKARVSTDQAAAEQLTLAQAEL
QSQWEAKCEQLLASARDEHLQQYR
EVCAQRDAHQQKLALLQDECLALQA
QIAAFTEQKEHMQRLEKTKSQAPAG
RAAADPSEKVKKIMNQVFQSLRGEF
ELEESYDGGTILRTIMHTIKMVTLQL
LNHQEEEEEEEEEEEEEKKPLRPSL
EQPGPATPGMPPAPPSGETQEAPEV
LPEQVVGETTPLPLQALPTPENGAQT
RKGEPAEAEVPSEIKDSSLPPQPAGI
PAHRVLGPPTSIPPKPPGPVTMDSES
EEMLAADQRTVQPNGLLGEEHVRE
VATDGLLQGNSRRLSLTPDPEKGEP
PALDPESQGGEAQPPECKQAEDVSS
SGPRETLLDTELASAAAGTSLRHNQ
DSQHCSLSGDEEDELFKGATLKVPR
PTAQPEEEDEDEVSMKGRPPPTPLF
GDDDDDDDDDIGWLG

False False 2.209 2.85 0.835 0.812 0.935 0.857 0.583


