
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q6PAJ1 BCR_MOUSE Mus
musculus

Breakpoint
cluster
region
protein

47.286703 T149;S150;S402 S122;S139;T178;S203;S216;S237;T
247;S358;S379;S384;T387;S461;S4
65;S475;S487;T553;T640;T643;T69
2;S1263

22517741;33300544;40885482;368
52467;35822049

MVDSVGFAEAWRAQFPDSEPPRME
LRSVGDIEQELERCKASIRRLEQEVN
QERFRMIYLQTLLAKEKKSYDRQRW
GFRRAAQPPDGAAEPRASAPRPPPA
PADGADPAPVEESEARPDGEGSPSK
GRSASARRPAAAASADRDDRGPPTS
VAALRSNFEKIRKGPAQPGSADAEK
PFYVNVEFHHERGLVKVNDKEVSD
RISSLGSQAMQMERKKSQQSAGQG
LGEAPRPHYRGRSSESSCGLDGDYE
DAELNPRFLKDNLINANGGNRPPW
PPLEYQPYQSIYVGGMMVEGEGKSP
LLRSQSTSEQEKRLTWPRRSYSPRS
FEDSGGGYTPDCSSNENLTSSEEDF
SSGQSSRVSPSPTTYRMFRDKSRSP
SQNSQQSFDSSSPPTPQCQKRHRQC
QVVVSEATIVGVRKTGQIWPSDGDST
FQGEADSSFGTPPGYGCAADQAEEQ
RRHQDGLPYIDDSPSSSPHLSSKGR
GSLASGALDPTKVSELDLEKGLEMR
KWVLSGILASEETYLSHLEALLLPMK
PLKAAATTSQPVLTSQQIETIFFKVPE
LYEIHKEFYDGLFPRVQQWSHQQRV
GDLFQKLASQLGVYRAFVDNYGVA
METAEKCCQANAQFAEISENLRARS
NKDVKDSTTKNSLETLLYKPVDRVT
RSTLVLHDLLKHTPSSHPDHSLLQD
ALRISQNFLSSINEEITPRRQSMTVK
KGEHRQLLKDSFMVELVEGARKLR
HIFLFTDLLLCTKLKKQSGGKTQQYD
CKWYIPLTDLSFQMVDELEALPNIPL
VPDEELDALKIKISQIKSDIQREKRAN
KGSKVMERLRKKLSEQESLLLLMSP
SMAFRVHSRNGKSYTFLISSDYERA
EWRESIREQQKKCFKSFSLTSVELQ
MLTNSCVKLQTVHHIPLTINKEDDE
SPGLYGFLHVIVHSATGFKQSSNLYC
TLEVDSFGYFVNKAKTRVYRDTTEP
NWNEEFEIELEGSQTLRILCYEKCY
NKMKMTKEDGESADKLMGKGQVQ
LDPQTLQDRDWQRTVIDMNGIEVKL
SVKFTSREFSLKRMPSRKQTGVFGV
KIAVVTKRERSKVPYIVRQCVEEIERR
GMEEVGIYRVSGVATDIQALKAAFDV
NNKDVSVMMSEMDVNAIAGTLKLY
FRELPEPLFTDEFYPNFAEGIALSDP
VAKESCMLNLLLSLPEANLLTFLFLL
DHLKRVAEKETVNKMSLHNLATVF
GPTLLRPSEKESKLPANPSQPITMTD
SWSLEVMSQVQVLLYFLQLEAIPAP
DSKRQSILFSTEV

True True 5.0 3.003 2.421 2.238 1.914


