
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6PAR5 GAPD1_MOUSE Mus
musculus

GTPase-
activating
protein
and	VPS9
domain-
containing
protein	1

25.019509 S798;T800;S801 S227;T390;T458;T460;S466;T470;S
566;S569;S742;S746;S757;T762;S7
66;S876;S902;S903;S908;S914;S96
4;S1017;S1044;S1076;S1083

34418053 MVKLDIHTLAHHLKQERLYVSSEKQ
LIQRLNADVLKTAEKLYRTAWIAKQQ
RINLDRLIITSAEASPAECCQHAKILE
DTQFVDGYKQLGFQETAYGEFLSRL
RENPRLIASSLVAGEKLNQENTQSVI
YTVFTSLYGNCIMQEDESYLLQVLRY
LIEFELKESDNPRRLLRRGTCAFSIL
FKLFSEGLFSAKLFLTATLHEPIMQL
LVEDEDHLETDPNKLIERFSPAQQE
KLFGEKGSDRFRQKVQEMVDSNEA
KLVALVNKFIGYLKQNTYCFPHSLR
WIVSQMYKTLSCVDRLEVGEVRAM
CTDLLLACFICPAVVNPEQYGIISDAP
INEVARFNLMQVGRLLQQLAMTGT
EEGDPRTKNSLGKFDKGCVAAFLDV
VIGGRAVETPPMSSVNLLEGLSRTVV
YISYSQLITLVNFMKSVMSGDQLKE
DRMALDNLLANLPQAKPGKSSSLD
MTPYSTPQMSPATTPANKKNRLPIA
TRSRSRSNMLMDLHMDHEGSSQET
IQEVQPEEVLVISLGTGPQLTPGMM
SENEVLNMQLSDGGQGDVPVDENK
LHGKPDKTLRFSLCSDNLEGISEGPS
NRSNSVSSLDLEGESVSELGAGPSG
SNGVEALQLLEHEQATTQDNLDDKL
RKFEIRDMMGLTDDRDISETVSETW
STDVLGSDFDPNVDEDRLQEIAGAA
AENVLGSLLCLPGSGSVLLDPCTGST
ISETTSEAWSVEVLPSDSEAPDLKQE
ERLQELESCSGLGSTSDDTDVREVS
SRPSTPGLSVVSGISATSEDIPNKIED
LRSECSSDFGGKDSVTSPDMDDIAH
GAHQLTSPPSQSESLLAMFDPLSSH
EGASAVVRPKVHYARPSHPPPDPPIL
EGAVGGNEARLPNFGSHVLTAAEM
EAFKQRHSYPERLVRSRSSDIVSSVR
RPMSDPSWNRRPGNEELPPAAATG
ATSLVAAPHSSSSSPSKDSSRGETEE
RKDSDDERSDRSRPWWRKRFVSAM
PKAPIPFRKKEKQEKDKDDLGPDRF
STLTDEPSPRLSAQAQVAEDILDKYR
NAIKRTSPSEGAMANDESAEVMGD
GESAHDSPREEALQNISADDLPDSA
SQAAHPQDSAFSYRDVKKKLRLALC
SADSVAFPVLTHSTRNGLPDHTDPE
DNEIVCFLKVQIAEAINLQDKSLMAQ
LQETMRCVCRFDNRTCRKLLASIAE
DYRKRAPYIAYLTRCRQGLQTTQAHL
ERLLQRVLRDKEVANRYFTTVCVRL
LLESKEKKIREFIQDFQKLTAADDKT
AQVEDFLQFLYGVMAQDVIWQNAS
EEQLQDAQLAIERSVMNRIFKLAFYP
NQDGDILRDQVLHEHIQRLSKVVTA
NHRALQIPEVYLREAPWPSAQSEIRT
ISAYKTPRDKVQCILRMCSTIMNLLS
LANEDSVPGADDFVPVLVFVLIKANP
PCLLSTVQYISSFYASCLSGEESYWW
MQFTAAVEFIKTIDDRK

None None None None None None None None None


