UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em%oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6PBHG6 Q6PBH6_DANRE |Danio Mitochondrial-|26.412228 NaN NaN 40044042 MVPSMWRISRALTKAGYPLRLSLRR |[NaN NaN NaN NaN NaN NaN NaN NaN None
rerio processing GQASVSYAQSLLGAPETRLTTLDNG
peptidase LRIASEETNQPTCTVGLWIGCGSRFE

subunit beta

TEKNNGAGFFLEHMAFKGTKKHPQ
SALEQAVESMGGHLNAYTSREHTAY
YMKTLSKDLPKAVELLAEVVQSLSLS
EAEMEQQRTVALRELEEIEGSLQDV
CLDLLHATAFQGTALSHSVFGPSANI
RTLTRNDLLEYINCHFKAPRMVLAT
IAGGVSHDEVVSLAKQHLGGISFEYE
GDAVPVLSPCRFTGSEIRMRDDAMP
LAHIAIAVEGPGAASPDIVPLMVANSI
IGSYDITFGGGKHLSSRLAQRAAELN
LCHSFQTFYSSYSDTGLLGIYFVTEK
LKIEDMMHWAQNAWINVCTTVTES
DVARAKNALRASLVGQLNGTTPVCD
EIGRHILNYGRRIPLAEWDARIEAVT
PSVVRDVCSKYTYDKCPAVSAVGPIE

QLPDYNRMRSAMFWLRF




