}Jl;l iprotKB Entry name organism (full name |oglcnacscore oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | . !
sites reticulum
Q6PCB5 RSBNL_HUMAN Homo Lysine- 32.09014 S79;582;5S85;592;596;598;599;S100 [S6;S32;S315 29485866;23301498;31492838;395 [MAEPPSPVHCVAAAAPTATVSEKEP [True False 1.547 |4.508 |False False
sapiens [specific ;S102;S103;S114;S115 31497;40307207;35132862;405965 [FGKLQLSSRDPPGSLSAKKVRTEEK
demethylase 16;29351928;39534244;35254053 |KAPRRVNGEGGSGGNSRQLQPPAAP
RSBN1L SPQSYGSPASWSFAPLSAAPSPSSSR

SSFSFSAGTAVPSSASASLSQPVPRK
LLVPPTLLHAQPHHLLLPAAAAAASA
NAKSRRPKEKREKERRRHGLGGAR
EAGGASREENGEVKPLPRDKIKDKIK
ERDKEKEREKKKHKVMNEIKKENG
EVKILLKSGKEKPKTNIEDLQIKKVK
KKKKKKHKENEKRKRPKMYSKSIQT
ICSGLLTDVEDQAAKGILNDNIKDYV
GKNLDTKNYDSKIPENSEFPFVSLK
EPRVQNNLKRLDTLEFKQLIHIEHQ
PNGGASVIHAYSNELSHLSPMEMER
FAEEFVGLVFSENENSAAFYVMGIV
HGAATYLPDFLDYFSFNFPNSPVKM
EILGKKDIETTTMSNFHAQVKRTYS
HGTYRAGPMRQISLVGAVDEEVGDY
FPEFLDMLEESPFLKCTLPWGTLSS
LKLQSRKDSDDGPIMWVRPGEQMIP
VADMPKSPFKRKRTTNEIKNLQYLP
RTSEPREMLFEDRTRAHADHIGQGF
ERQTTAAVGVLKAVHCGEWPDQPRI
TKDVICFHAEDFLEVVQRMQLDLHE
PPLSQCVQWVDDAKLNQLRREGIRY
IARIQLYDNDIYFIPRNVVHQFKTVSA
IVCSLAWHIRLKLYHSEEDTSQNTAT
HETGTSSDSTSSVLGPHTDNMICAV
SKASLDSVFSDKLHSKYELQQIKHEP
IASVRIKEEPVNVNIPEKTTALNNMD
GKNVKAKLDHVQFAEFKIDMDSKFE
NSNKDLKEELCPGNLSLVDTRQHSS
IAHSNQDKKDDDILC




