UniprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation |, 1y sequence intracellular [extracellular [cytosol [nucleus mitochndrion endoplasmic golgi plasma extracellu
D name sites [sites reticulum  |apparatus membrane [region
Q6PDS3 SARM1 MOUSE [Mus NAD(+) [28.577567 T240 S548;S558 29187734;33300544;34418053 MVLTLLFSAYKLCRFFTMSGPRPGA [None None None [None None None None None None
musculus |hydrolase DRLTVPGPDRSGGASPWWAAGGRG
SARM1

SREVSPGVGTEVQGALERSLPELQQ
IALSELKQASAARAVGAGLAEVFQLV
EEAWLLPAVGREVAQGLCDAIRLDG
GLDLLLRLLQAPELETRVQAARLLEQ
ILVAENRDRVARIGLGVILNLAKERE
PVELARSVAGILEHMFKHSEETCQR
LVAAGGLDAVLYWCRRTDPALLRHC
IALALANCALHGGQTVQRCMVEKRA
IAEWLFPLAFSKEDELLRLHACLAVA
IVLATNKEVEREVEHSGTLALVEPLV
IASLDPGRFARCLVDASDTSQGRGPD
DLQSLVLLLDSSRLEAQCIGAFYLCA
EAAIKSLQGKTKVFSDIGAIQSLKRLV
SYSTNGTTSALAKRALRLLGEEVPRR
ILPCVASWKEAEVQTWLQQIGFSQY
CENFREQQVDGDLLLRLTDEELQTD
LGMKSSITRKRFFRELTELKTFASYA
TCDRSNLADWLGSLDPRFRQYTYGL
IVSCGLDRSLLHRVSEQQLLEDCGIR
LGVHRTRILSAAREMLHSPLPCTGG
KLSGDTPDVFISYRRNSGSQLASLLK
IVHLQLHGFSVFIDVEKLEAGKFEDK
LIQSVIAARNFVLVLSAGALDKCMQ
DHDCKDWVHKEIVTALSCGKNIVPII
DGFEWPEPQALPEDMQAVLTFNGIK
IWSHEYQEATIEKIIRFLQGRPSQDSS
IAGSDTSLEGATPMGLP




