}JI;I iprotkB Entry name |organism full oglcnacscore o.glcnac iphosphorylation sites PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!OP lasmic golgi plasma ex“.ace“mar
name sites reticulum |apparatus membrane region
Q6PFD6 KI18B_MOUSE Mus Kinesin- [25.643919 NaN 'T431;S484;S634;S657;T669;S814 (28135057 MVMAVEDSVVRVVVRVRPPTPKELE [None None None [None None None None None None
musculus |like SQRRPVIQVVDERMLVFDPEECDGG
protein FPGLKWSGSHNGPKKKGKDLTFVF
KIF18B DRVFGEMATQEDVFQHTTHNILDSF

LQGYNCSVFAYGATGAGKTHTMLG
REGEPGIMYLTTMELYRRLEARQEE
KQFEVLISYLEVYNEQIHDLLEPKGP
LTIREDPDKGVVVPGLSFHQPASAEQ
LLEMLTRGNCSRTQHPTDANATSSR
SHAIFQIFVKQQDRVPGLTQALRVAK
MSLIDLAGSERASSTHAKGERLREG
ANINRSLLALINVLNALADAKGRKS
HVPYRDSKLTRLLKDSIGGNCRTVMI
AAISPSSLTYEDTYNTLKYADRAKEIR
LTLKSNVISVDHHISQYATICQQLQA
EVAFLREKLQMYEAGAQALQQQCSP
QPPTLSIPQSLSSSSLQPGPSSQSSTL
ECHAKNETLQEESLGSDAQGQEIVE
ESASEQEQCPQDKQCPTQKPEPNLP
GSPSPSVQAKPGTGQHSPQKQDAD
HSKQLALQVLRLAQRQYSLLQAANL
LTPDMISEFETLQQLVLEESVDHRA
ESPRSPALARGDPLAQALCSESKSSG
YCGPVTRTMAKQLNGLTHTLGAPLA
PDCTSDKTFQKPTKEKKRKLTPEEP
GSLPAPNLEMKRQRQSFLPCLRRGS
LPKAQPCSEPRTPKRERASSPSPSSR
'VCPATVIKSRVPLGPSALQNCSTPLA
LPTRDLNTTFNVSEESPSKPSFQEFV
DWEKVSPELNSTDQPFLPSAPVFIFT
KGRKPSLPAVTASKKRRTMRPSVSR
GRSCIARLHSSTLKKPNRPFTVPEPP

LSPHCLDDQRTPKGLTGVTESY




