
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6PFE3 RA54B_MOUSE Mus
musculus

DNA	repair
and
recombination
protein
RAD54B

36.83566 S477 S14 40885482 MRRSAAPSQVQGKSFKKTRFIPPGR
SNADVSKEITKMSPDPKLFQGAEQS
QNDPGVCSSNPCPSEGIPREVGDGT
RVDPLPPVHSASKEITESKAQEEEAS
SLLKYFSVVWCKASKKKHKKWEGD
AILIVRGRSFTLKDLEGKDIGRGIGYK
FKDLENVEEGQTLIIGGKEIEILGTIS
SDDFNSGKCFQHGSGSPAVPSSQAA
RKCFSNPFKSVCQSTQAQGKRWND
CRPRHNPCTPNALVMPRPDENHQR
MFNRHCSPIVDVVIDPHLVHHLRPH
QKDGIIFLYECVMGMRAVGKCGAIL
ADEMGLGKTLQCISLIWTLQCQGPY
GGKPVIKKTLIVTPGSLVNNWRKEF
QKWLGSERIKIFTVDQDHKVEEFINS
TFHSVLIISYEMLLRSLDQIKTIPFGL
LICDEGHRLKNSSIKTTTALSSLSCE
KTVILTGTPVQNDLQEFFALVDFVNP
GILGSLSSYRKIYEEPIIISREPSSSKE
ERELGERRATELTRLTGRFILRRTQE
VINKYLPPKIENVVFCRPGALQIELYR
KLLRSQSVRFCLQGLLENSAHLICIG
ALKKLCNHPCLLFSSVKGKEFSSSC
EENEERNLCQGLLSVFPAGYNPLQF
SEEESGKLQVLVKLLAVIHELRPTEK
VILVSNYRQTLNVLEEVCKRHGYAC
ARLDGQTPVSQRQHIVDSFNSKYST
DFIFLLSSKAGGVGLNLIGGSHLILY
DIDWNPATDIQAMSRVWRDGQKHP
VHIYRLLTTGTIEEKIYQRQISKQGLS
GAVVDLTRSSEHIQFSVEELKNLFTL
HESSHCVTHDLLDCECTGEKGHTE
DASEGPVASRQCQFGPQKSDALRPL
SMSQLKQWKHFSGDHLNLPDPFLE
RIRENVSFFFQNITNQAPAV

True False 1.127 4.419 0.852 False False 0.691 0.795


