UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane [region
Q6PFN9 Q6PFN9 DANRE |Danio glycine 26.412228 NaN NaN 40044042 MQSCAKSWRVVISRSVSARVPYSNI [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio dehydrogenase SRKGDVFNKLKATTGDVSANVRCLA
(aminomethyl- TSQVLWSRKIERILPRHDEFSERHIG

transferring)

PGDKEKREMLNTLGVESVSQLIENT
IPPSIRLGRSLKMDDPVCENEILDSL
QKIASKNKMWRSYIGMGYYNCSVPP
VIQRNLLENSGWVTQYTPYQPEVSQ
GRLESLLNYQTMVCDITGMAVANAS
LLDEGTAAAEAMQLCNRQNKRRMF
YIDPRCHPQTIAVVQTRANYIGVQTL
LKLPHEMDFSGKDVSGVLFQYPDTE
GRVEDFTALVDRAHKGGALACCATD
LLALCVLRPPAEFGVDIALGSSQRFG
VPLCYGGPHAAFFAVKENLVRMMP
GRMVGVTRDAAGKEVYRLALQTREQ
HIRRDKATSNICTAQALLANMAAMY
ALYHGSQGLRHIAERTHNATLILAEG
LKRAGHKLQHENFFDTLKINCGVAG
KDILEKATQREINLRVYSDGLLGVSL
DETVTERDLDDLLWIFGCESSAELIA
EKMSERTKGLLASPFKRTSKFLTHA
VFNSYHSETNIVRYMKRLENKDISL
'VHSMIPLGSCTMKLNSSSELMPITW
REFANIHPFVPLDQAEGYQLLFRQL
EKDLCEITGYDKISFQPNSGAQGEYA
GLAAIKAYLNSRGESHRTVDKHKAN
LAAIMITYPSTNGVFEENVSEVCELI
HENGGQVYLDGANMNAQVGLCRPG
DYGSDVSHLNLHKTFCIPHGGGGPG
MGPIGVKQHLAPFPPSHPVVNMQS
NNAGSSLGTISAAPWGSSAILPISWA
YIKMMGSKGLAHATEVAILNANYMA
KRLENQYKILFRGTKGFVAHEFILDV
RPFKKTANIEAVDVAKRLQDYGFHA
PTMSWPVAGTLMIEPTESEDKAELD
RFCDSLLAIRQEIADIEEGRMDSRVN
PLKMAPHSLACITSSTWDRPYPREF
AAFPMPFVRPETKFWPTISRIDDIYG
DQHLVCTCPPMDVYESPYEERASS




