UniprotKB Entry name organism full oglcnacscore o‘glcnac P.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q6PFU7 Q6PFU7_DANRE Danio Carbonic |26.412228 NaN NaN 40044042 MADHWGYDKHNGPDKWGESYPIA |NaN NaN NaN |[NaN NaN NaN NaN NaN None

rerio anhydrase NGSRQSPIDIKSSTTTYDEKLTPLKL

KYDPSTSLDIQNNGHSFQVSFVDDQ
NSSTLTGGPVITGTFRLKQFHFHWGS
ADDKGSEHTVNGKCYPAELHLVHW
NTKYPSFKDAVDKPDGLAVVGIFLKI
GADNPKLQKILDAMDAIKSKGKQTP
FPNFDPSVLLPSSLDYWTYLGSLTTP
PLLESVTWIVCKQSISVSSAQMKRFR
SLLFSGDGEKACCMVNNYRPPQPLK
GRVVRASFK




