UniprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi [plasma eth:acell‘Ili
ID name sites sites reticulum |apparatus membrane [region
Q6PHO8 ERC2_MOUSE Mus ERC  |38.926322 T7;S51;T58|S65;S666 35822049;40885482;40021952 MYGSARTISNLEGSPSRSPRLPRSPR |False False 1.669 [2.843 [1.21 1.019 0.923 4.359 1.116
imusculus |protein LGHRRTSSGGGGGTGKTLSMENIQS
2 LNAAYATSGPMYLSDHEGVASTTYP

KGTMTLGRATNRAVYGGRVTAMGS
SPNIASAGLSHTDVLSYTDQHGGLS
GSSHHHHHQVPSMLRQVRDSTML
DLQAQLKELQRENDLLRKELDIKDS
KLGSSMNSIKTFWSPELKKERVLRK
EEAARMSVLKEQMRVSHEENQHLQ
LTIQALQDELRTQRDLNHLLQQESG
NRGAEHFTIELTEENFRRLQAEHDR
QAKELFLLRKTLEEMELRIETQKQTL
NARDESIKKLLEMLQSKGLPSKSLE
DDNERTRRMAEAESQVSHLEVILDQ
KEKENIHLREELHRRSQLQPEPAKT
KALQTVIEMKDTKIASLERNIRDLED
EVQMLKANGVLNTEDREEEIKQIEV
'YKSHSKFMKTKIDQLKQELSKKESE
LLALQTKLETLSNQNSDCKQHIEVL
KESLTAKEQRAAILQTEVDALRLRLE
EKESFLNKKTKQLQDLTEEKGTLAG
EIRDMKDMLEVKERKINVLQKKIEN
LQEQLRDKDKQLTNLKDRVKSLQTD
SSNTDTALATLEEALSEKERITERLKE
QRERDDRERLEEIESFRKENKDLKE
KVNALQAELTEKESSLIDLKEHASSL
IASAGLKRDSKLKSLEIAIEQKKEECN
KLEAQLKKAHNIEDDSRMNPEFADR
LKQLDKEASYYRDECGKAQAEVDRL
LEILKEVENEKNDKDKKIAELESLTL
RHMKDQNKKVANLKYNQQLEKKK
NAQLLEEVRRREDSMVDNSQHLQI
EELMNALEKTRQELDATKARLASTQ
QSLAEKEAHLANLRIERRKQLEEILE
MKQEALLAAISEKDANIALLELSASK
KKKTQEEVMALKREKDRLVHQLKQ
QTQNRMKLMADNYDEDHHHYHHH
HHHHHHRSPGRSQHSNHRPSPDQ
DDEEGIWA




