rerio

DYRGNYLELDKIPTWANHDSNTATE
EEEHQSSSLADKVSLYKGDITILEIDA
IVNAANSSLLGGGGVDGCIHRAAGH
LLYEECHSLNGCDTGKAKITCGYDL
PAKYVIHTVGPIARGNVGQSQRDDL
ESCYYSSLKLMKDNNLRSVAFPCIST
GIYGFPNEPAAEIALKTVQEWIEKHQ
DEIDRVIFCVFLETDYEIYKRKMSDF
FSPDNDDRKKEDDGKMEQGETQPM
EGDGGDEEDGDEDGDEDDEEEDDK
KDQKDVEMMSQTEETQEDVPMDS
QKPADSSQAETLDKENKTPEKGDPR
VEGSPAAKKKDEQELKKDKGDDPQV
LGEEKEQSPGKKKMQKGQADEEGK
PVEDSTKSADTGPGISQEDLMEVEE
IADKNVTATKENTSSSTKDEVNAQDK
SSKEPDSAPTDSRPNSEDGQGKKSA

QE

UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q6PH]5 Q6PHJ5_DANRE [Danio NaN |26.412228 NaN NaN 40044042 MSKKKKEWRAEKERLLSLSLEDRRK [NaN NaN NaN  [NaN NaN NaN NaN NaN None




