}Il;l iprotKB Entry name |organism full name oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular lextracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane [region
Q6PHKG6 PURB_DANRE [Danio Transcriptional [26.412228 NaN NaN 40044042 MADGDSGSERGGSSGGLQHFQREQ [NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio regulator ETQELASKRLDIQNKRFYLDVKQNA
protein Pur- KGRFIKIAEVGAGGSKSRLTLSMSVA
beta IAEFRDYLGDFIEHYAQLGPSSPEQIA

QSSGGDDGGPRRALKSEFLVRENRK
YYLDLKENQRGRFLRIRQTVNRGPG
FGVGGGGGPGGGVQAGQTIALPAQG
LIEFRDALAKLIDDYGGEDEELSGGP
GAAGGYGELPEGTSIMVDSKRFFFD
IVGSNKYGVFLRVSEVKPSYRNSITIP
FKAWGKFGGAFSRYAEEMKEIQER
HRDKMYERREESEGEDVDDD




