
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q6PIJ4 NFRKB_MOUSE Mus
musculus

Nuclear
factor
related
to
kappa-
B-
binding
protein

73.154586 S814;T838;T842;S1025;S1027;S103
1;S1064;T1073;S1077;S1113;T1138
;S1143;S1151;T1166;T1167;S1170;
S1172;T1182;S1186;T1221;T1260;T
1270;S1279

S228;S298;S351;S1019;S1288 22517741;22645316;21606357;408
85482;36852467;36084651;234431
34;35822049;40021952;15340146;3
4678516;29187734;39627609;4099
7131

MDSLDHMLTDPLELGPCGDGHSTG
IMEDCLLGGTRVSLPEDLLEDPEIFF
DVVSLSTWQEVLSDSQREHLQQFLP
RFPADSVEQQRELILALFSGENFRFG
NPLHIAQKLFRDGHFNPEVVKYRQL
CFKSQYKRYLNSQQQYFHRLLKQIL
ASRSDLLEMARRSGPALPFPHKHHS
PSRSPEEREWRTQQRYLKVLREVKE
ECGDTALSSDEEDLSSWLPSSPARS
PSPAVPLRVVPTLSTTDMKTADKIEL
GDSDLKLMLKKHHEKRKHQPDHPD
LLTGDLTLSDIMTRVNAGRKGSLAA
LYDLAVLKKKVKEKEEKKKKKIKLIK
SEAEDLAEPLSSTEGVPTLSQAPSPL
AISSIKEEPLEDIKPCLGINEISSSFFS
LLLEILLLESQASLPMLEDRVLDWQ
SSPASSLNSWFSAAPNWAELVLPAL
QYLAGESRAVPSSFSPFVEFKEKTQQ
WKLLGQSQDNEKELAALFHLWLET
KDQAFCKENEDSSDAMTPVPRVRT
DYVVRPSTGEEKRVFQEQERYRYSQ
PHKAFTFRMHGFESVVGPVKGVFD
KETSLNKAREHSLLRSDRPAYVTILS
LVRDAAARLPNGEGTRAEICELLKDS
QFLAPDVTSTQVNTVVSGALDRLHY
EKDPCVKYDIGRKLWIYLHRDRSEE
EFERIHQAQAAAAKARKALQQKPKP
PSKVKSSNKEGSTKGLSGPSEQSQM
SLSDSSMPPTPVTPVTPTTPALPTPIS
PPPVSAVNRSGSSTVSEPAQSSSGVL
LVSSPTMPQLGTMLSPASIQTPPSSQ
ATARVVSHSSSAGLPQVRVVAQPSLP
AVSQQSVGPAQPLPQMPAGPQIRVP
VTATQTKVVPQAVMATVPVKGQTAA
ASVQRPGPGQTGLTVTNLPAAVSPV
SKTAMSSPGNSAPSASTTAVIQNVT
GQNIIKQVSITGQLGVKPQTGSSIPLT
ATNFRIQGKDVLRLPPSSITTDAKGQ
TVLRITPDMMATLAKSQVTTVKLTQ
DLFGAGSGTAGKGISATLHVTSNPV
HAADSPAKAPSASVPSSAPAGTTVVK
VTPDLKPTETANSAFRLMPALGVSV
ADQKGKNTVASSEAKPAATIRIVQGL
GVMPPKAGQTITVAAHAKQGASVAG
GSGTVHSSTVSLPSINAAVSKTVAVA
SGATSTPISIGTGAPTVRQVPVNTTV
VSTSQSGKLPTRITVPLSVISQPMKG
KSVVTAPIIKGNLGANLSGLGRNIILT
TMPAGTKLIAGNKPVSFLTAQQLQQ
LQQQGQATQVRIQTVPASHLQQGTA
SGSSKAVSTVVVTTAPSPKQAPEQQ

True False 1.547 4.62 0.517 False


