}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ace]
name sites reticulum |apparatus membrane region
Q6PIJ6 FBX38_HUMAN [Homo F-box [21.402494 NaN 'T591;5598;5600;S606;S736;5740(30379171;34105348 MGPRKKSVKTCIMNNEIPEEMTADE |None None None [None [None None None None None
sapiens only TKDYMNQLSHEVLCHIFRYLPLQDI
protein MCMECLSRKLKEAVTLYLRVVRVVD
38 LCAGRWWEYMPSGFTDASFLTLLKK

MPDVEQLYGLHPRYLERRRVRGHE
AFSIPGVLEALQACPNLVGVETSHLE
LVESIWTYMPHVHILGKFRNRNGAF
PIPPENKLKIPIGAKIQTLHLVGVNVP
EIPCIPMLRHLYMKWVRLTKPQPFK
DFLCISLRTFVMRNCAGPTNSLKYV
PLVTGLASARNLEHLEMVRVPFLGG
LIQHVVEDSWRSGGFRNLHTIVLGA
CKNALEVDLGYLIITAARRLHEVRIQ
PSLTKDGVFSALKMAELEFPQFETL
HLGYVDEFLLQSRMANADLVKYGLA
DVVENPGIITDIGMKAVNEVFSCIKY
LAIYNCPHLHNPYNWISDHSRWTRL
'VDINLVRCHALKLDSFGQFIELLPSL
EFISLDQMFREPPKGCARVGLSAGT
GIGVSSALVSNQNSNNDDNNAQNN
NANIHDNNHHHPDDSDEENDFRQ
DLQPGEQQFAADALNEMEDIVQED
GEVVAESGNNTPAHSQAIIPVDVDE
EQAGPSGLQRVVKPTSITVHDSESD
DEEDSLELQEVWIPKNGTRRYSERE
EKTGESVQSRELSVSGKGKTPLRKR
YNSHQMGQSKQFPLEESSCEKGCQ
VTSEQIKADMKAARDIPEKKKNKDV
YPSCSSTTASTVGNSSSHNTASQSP
DFVRTVNSGGSSEPSPTEVDVSRQC
ACSPGGSEDSEAMEEGDAESSVCPR
CCCHRPQESQRRTSRCSDEERPSTS
RACVVNGPDGTRSAFSFRTLPQGGS
SGPAHDERTNGSGSGATGEDRRGSS
QPESCDVQSNEDYPRRPLTRARSRL
SHVLLVSESEVAKTKPRHAMKRKRT
ADKSTSTSDPVIEDDHVQVLVLKSK
NLVGVTMTNCGITDLVLKDCPKMM
FIHATRCRVLKHLKVENAPIVNRFDY
AQCKKLNMDQVLDQILRMPPERNRI
IYLRPMQQVDTLTLEQKLFSGPYPYH
ICITHEFSNPPNVRNKVRIRSWMDTI
ANINQELIKYEFFPEATRSEEDLKKY
PKYPWGREIYTLEGVVDGAPYSMISD
FPWLRSLRAAEPNSFARYDFEDDEE
STIYAPRRKGQLSADICMETIGEEISE
MRQMKKGVFQRVVAIFIHYCDVNG

EPVEDDYI




