
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6PJP8 DCR1A_HUMAN Homo
sapiens

DNA
cross-
link
repair
1A
protein

28.275761 NaN S590 39894887 MLEDISEEDIWEYKSKRKPKRVDPN
NGSKNILKSVEKATDGKYQSKRSRN
RKRAAEAKEVKDHEVPLGNAGCQTS
VASSQNSSCGDGIQQTQDKETTPGK
LCRTQKSQHVSPKIRPVYDGYCPNC
QMPFSSLIGQTPRWHVFECLDSPPR
SETECPDGLLCTSTIPFHYKRYTHFL
LAQSRAGDHPFSSPSPASGGSFSET
KSGVLCSLEERWSSYQNQTDNSVS
NDPLLMTQYFKKSPSLTEASEKISTH
IQTSQQALQFTDFVENDKLVGVALR
LANNSEHINLPLPENDFSDCEISYSP
LQSDEDTHDIDEKPDDSQEQLFFTE
SSKDGSLEEDDDSCGFFKKRHGPLL
KDQDESCPKVNSFLTRDKYDEGLYR
FNSLNDLSQPISQNNESTLPYDLAC
TGGDFVLFPPALAGKLAASVHQATK
AKPDEPEFHSAQSNKQKQVIEESSV
YNQVSLPLVKSLMLKPFESQVEGYL
SSQPTQNTIRKLSSENLNAKNNTNS
ACFCRKALEGVPVGKATILNTENLSS
TPAPKYLKILPSGLKYNARHPSTKVM
KQMDIGVYFGLPPKRKEEKLLGESA
LEGINLNPVPSPNQKRSSQCKRKAE
KSLSDLEFDASTLHESQLSVELSSER
SQRQKKRCRKSNSLQEGACQKRSD
HLINTESEAVNLSKVKVFTKSAHGG
LQRGNKKIPESSNVGGSRKKTCPFY
KKIPGTGFTVDAFQYGVVEGCTAYFL
THFHSDHYAGLSKHFTFPVYCSEIT
GNLLKNKLHVQEQYIHPLPLDTECIV
NGVKVVLLDANHCPGAVMILFYLPN
GTVILHTGDFRADPSMERSLLADQK
VHMLYLDTTYCSPEYTFPSQQEVIRF
AINTAFEAVTLNPHALVVCGTYSIGK
EKVFLAIADVLGSKVGMSQEKYKTL
QCLNIPEINSLITTDMCSSLVHLLPM
MQINFKGLQSHLKKCGGKYNQILAF
RPTGWTHSNKFTRIADVIPQTKGNIS
IYGIPYSEHSSYLEMKRFVQWLKPQK
IIPTVNVGTWKSRSTMEKYFREWKL
EAGY

True False 1.677 4.819 1.428 0.737 0.574 0.875 0.991


