UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en@oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q6PKC3 TXD11 HUMAN |Homo Thioredoxin [28.215918 S688 S828 28314751;38253038 MSECGGRGGGSSSSEDAEDEGGGG [None None None |None None None None None None

sapiens

domain-
containing
protein 11

GGPAGSDCLSSSPTLATASSAGRLRR
GLRGAFLMARQRPELLCGAVALGCA
LLLALKFTCSRAKDVIIPAKPPVSFFS
LRSPVLDLFQGQLDYAEYVRRDSEV
IVLLFFYAPWCGQSIAARAEIEQAASR
LSDQVLFVAINCWWNQGKCRKQKH
FFYFPVIYLYHRSFGPIEYKGPMSAV
IYIEKFVRRVMKPLLYIPSQSELLDFL
SNYEPGVLGYFEFSGSPQPPGYLTFF
TSALHSLKKALESTSSPRALVSFTGE
IWHLETKIYVLDYLGTVRFGVITNKHL
IAKLVSLVHSGSVYLHRHFNTSLVFP
REVLNYTAENICKWALENQETLFRW
LRPHGGKSLLLNNELKKGPALFLFIP
FNPLAESHPLIDEITEVALEYNNCHG
DQVVERLLQHLRRVDAPVLESLALE
IVPAQLPDPPTITASPCCNTVVLPQW
HSFSRTHNVCELCVNQTSGGMKPS
SVSVPQCSFFEMAAALDSFYLKEQT
FYHVASDSIECSNFLTSYSPFSYYTA
CCRTISRGVSGFIDSEQGVFEAPTVA
FSSLEKKCEVDAPSSVPHIEENRYLF
PEVDMTSTNFTGLSCRTNKTLNIYLL
DSNLFWLYAERLGAPSSTQVKEFAAI
IVDVKEESHYILDPKQALMKLTLESFI
QNFSVLYSPLKRHLIGSGSAQFPSQ
HLITEVITDTFWEVVLQKQDVLLLYY
IAPWCGFCPSLNHIFIQLARNLPMDT
FTVARIDVSQNDLPWEFMVDRLPTV
LFFPCNRKDLSVKYPEDVPITLPNLL
RFILHHSDPASSPQNVANSPTKECL
QSEAVLQRGHISHLEREIQKLRAEIS
SLQRAQVQVESQLSSARRDEHRLRQ
QQRALEEQHSLLHAHSEQLQALYEQ
KTRELQELARKLQELADASENLLTE
NTWLKILVATMERKLEGRDGAESLA
IAQREVHPKQPEPSATPQLPGSSPPPA
NVSATLVSERNKENRTD




