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D Entry name organism name oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion
Q6PKGO  [LARP1_HUMAN Homo La- 20.679155 S148;5584;5S672;5766;T769;T770;T [S75;5S90;S143;S165;S215;S220;T22 [23301498;33214551;30379171;403 MATQVEPLLPGGATLLQAEEHGGLV [True False 4.485 [4.176 (1.8
sapiens [related 809 3;5225;5228;5324;5S327;T376;S517; (07207;37070251;31373491;386659 |[RKKPPPAPEGKGEPGPNDVRGGEPD
protein S521;T526;5548;5591;5627;S631;T [16;31637018;28657654;35254053;3 |GSARRPRPPCAKPHKEGTGQQERES

1

649;T724;S766;T769;T770;S774;T7
77;T782;T785;T788;T797;S824;T84
5;5847;5851;5853;5861;T865;5S868;
S1040;S1058;S1089

2119511;40914422;35132862;3930
2247;34019948;29351928

PRPLQLPGAEGPAISDGEEGGGEPG
IAGGGAAGAAGAGRRDFVEAPPPKVN
PWTKNALPPVLTTVNGQSPPEHSAP
IAKVVRAAVPKQRKGSKVGDFGDAIN
IWPTPGEIAHKSVQPQSHKPQPTRKL
PPKKDMKEQEKGEGSDSKESPKTKS
DESGEEKNGDEDCQRGGQKKKGNK
HKWVPLQIDMKPEVPREKLASRPTR
PPEPRHIPANRGEIKGSESATYVPVA
PPTPAWQPEIKPEPAWHDQDETSSV
KSDGAGGARASFRGRGRGRGRGRG
RGRGGTRTHFDYQFGYRKFDGVEGP
RTPKYMNNITYYFDNVSSTELYSVD
QELLKDYIKRQIEYYFSVDNLERDFF
LRRKMDADGFLPITLIASFHRVQALT
TDISLIFAALKDSKVVEIVDEKVRRRE
EPEKWPLPPIVDYSQTDFSQLLNCPE
FVPRQHYQKETESAPGSPRAVTPVPT
KTEEVSNLKTLPKGLSASLPDLDSE
NWIEVKKRPRPSPARPKKSEESRFS
HLTSLPQQLPSQQLMSKDQDEQEEL
DFLFDEEMEQMDGRKNTFTAWSDE
ESDYEIDDRDVNKILIVTQTPHYMRR
HPGGDRTGNHTSRAKMSAELAKVI
NDGLFYYEQDLWAEKFEPEYSQIKQ
EVENFKKVNMISREQFDTLTPEPPV
DPNQEVPPGPPRFQQVPTDALANKL
FGAPEPSTIARSLPTTVPESPNYRNT
RTPRTPRTPQLKDSSQTSRFYPVVKE
GRTLDAKMPRKRKTRHSSNPPLESH
IVGWVMDSREHRPRTASISSSPSEGT
PTVGSYGCTPQSLPKFQHPSHELLK
ENGFTQHVYHKYRRRCLNERKRLGI
GQSQEMNTLFRFWSFFLRDHFNKK
MYEEFKQLALEDAKEGYRYGLECLF
RYYSYGLEKKFRLDIFKDFQEETVKD
YEAGQLYGLEKFWAFLKYSKAKNLD
IDPKLQEYLGKFRRLEDFRVDPPMG
EEGNHKRHSVVAGGGGGEGRKRCP
SQSSSRPAAMISQPPTPPTGQPVRED

IAKWTSQHSNTQTLGK




