UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q6R2W3 SCND3_HUMAN |Homo SCAN 26.21016 S944 NaN 29351928  MEAVSRVFPALAGQAPEEQGEIIKVK |[None None None |[None None None None None None
sapiens domain- VKEEDHTWDQESALRRNLSYTRELS
containing RQRFRQFCYQETPGPREALSQLREL
protein 3 CRQWLNPEIHTKEQILELLVLEQFLT

ILPEELQSWVREHNPESGEEVVTLL
EDLERELDEPRQQVSQGTYGQEVS
MEEMIPLDSAKESLGTQLQSMEDR
MECESPEPHPLQDNGSFLWFSMMS
QSMGGDNLSSLDTNEAEIEPENMR
EKFFRSLARLLENKSNNTKIFSKAKY
CQLIKEVKEAKAKAKKESVDYRRLAR
FDVILVQGNEKLIEAVNGETDKIRYY
LHSEDLFDILHNTHLSIGHGGRTRM
EKELQAKYKNITKEVIMLYLTLCKPC
QQKNSKLKKVLTSKSIKEVSSRCQV
DLIDMQLNPDGEYRFILHYQDLCTK
LTFLRSLKSKRPTEVAHALLDIFTIIG
IAPSVLQSDNGREFSSQVVSELSNIW
PELKIVHGKSQTCQSQSSAEQTEDIR
KRIFSWMQTNNSSHWTEFLWFIQM
SQNQPYHRSMQQTPCESAFSSEAKL
GLSHSQLTEELVASLHTENELDQAD
KELENTLRAQYEENIETGTDSSDIEE
NLSVTPKVAEKSPPESRLRFLSCVVC
EKECTGVNSCISCDGNIHAICGVPSQ
HGTEGCGRQITCSLCYETSTMKRKH
DEIQRSLPVKPSKMLKPSGTPFSPDK
IVGDWMAKQASLDFFVKKRHAFSEH
SSSNKRNVNNRSYPEEGKTKRVHAS
FTRKYDPSYIEFGFVAVIDGEVLKPQ
CIICGDVLANEAMKPSKLKRHLYSK
HKEISSQPKEFFERKSSELKSQPKQV
FNVSHINISALRASYKVALPVAKSKT
PYTIAETLVKDCIKEVCLEMLGESAA
KKVAQVPLSNDTIARRIQELANDME
DQLIEQIKLAKYFSLQLDECRDIANM
IILLVYVRFEHDDDIKEEFFFSASLPT
NTTSSELYEAVKNYIVNKCGLEFKFC
IVGVCSDGAASMTGKHSEVVTQIKEL
IAPECKTTHCFIHRESLAMKKISAELN
SVLNDIVKIVNYIKSNSLNSRLFSLL
CDNMEADHKQLLLHAEIRWLSRGK
IVLSRMFEIRNELLVFLQGKKPMWS
QLFKDVNWTARLAYLSDIFSIFNDL
NASMQGKNATYFSMADKVEGQKQK
LEAWKNRISTDCYDMFHNLTTIINE
IVGNDLDIAHLRKVISEHLTNLLECFE
FYFPSKEDPRIGNLWIQNPFLSSKD
NLNLTVTLQDKLLKLATDEGLKISFE
NTASLPSFWIKAKNDYPELAEIALKL
LLLFPSTYLCETGFSTLSVIKTKHRN
SLNIHYPLRVALSSIQPRLDKLTSKK
QAHLSH




