UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q6S9Z5 ZN474 HUMAN |Homo Zinc 28.275761 NaN NaN 39894887 MERGKKKRISNKLQQTFHHSKEPTF |False False 1.406 (3.15 False False False False False
sapiens [finger LINQAGLLSSDSYSSLSPETESVNPG
protein ENIKTDTQKKRPGTVILSKLSSRRIIS
474 ESQLSPPVIPARRPGFRVCYICGREF

GSQSIAIHEPQCLQKWHIENSKLPK
HLRRPEPSKPQSLSSSGSYSLQATNE
AAFQSAQAQLLPCESCGRTFLPDHL
LVHHRSCKPKGEGPRAPHSNSSDH
LTGLKKACSGTPARPRTVICYICGKE
FGTLSLPIHEPKCLEKWKMENDRLP
VELHQPLPQKPQPLPNAQSSQAGPN
QAQLVFCPHCSRIFTSDRLLVHQRS
CKTHPYGPKYQNLNLGSKGGLKEYT
NSKQQRNRAAPSVTDKVIHATQDAL
GEPGGALCL




