UniprotKB Entry name lorganism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enqt’plasmlc golgi plasma exn.‘acellular
ID name sites sites reticulum apparatus membrane [region
Q6SJ93 F111B HUMAN Homo Serine 18.379595 NaN NaN 30379171 MNSMKTEENKSFSAMEDDQRTRPE |None None None [None None None None None None
sapiens protease 'VSKDTVMKQTHADTPVDHCLSGIRK
FAM111B CSSTFKLKSEVNKHETALEMQNPNL

NNKECCFTFTLNGNSRKLDRSVFTA
'YGKPSESIYSALSANDYFSERIKNQF
NKNIIVYEEKTIDGHINLGMPLKCLP
SDSHFKITFGQRKSSKEDGHILRQC
ENPNMECILFHVVAIGRTRKKIVKIN
ELHEKGSKLCIYALKGETIEGALCKD
GRFRSDIGEFEWKLKEGHKKIYGKQ
SMVDEVSGKVLEMDISKKKALQQKD
IHKKIKQNESATDEINHQSLIQSKKK
'VHKPKKDGETKDVEHSREQILPPQD
LSHYIKDKTRQTIPRIRNYYFCSLPRK
'YRQINSQVRRRPHLGRRYAINLDVQ
KEAINLLKNYQTLNEAIMHQYPNFK
EEAQWVRKYFREEQKRMNLSPAKQ
FNIYKKDFGKMTANSVSVATCEQLT
YYSKSVGFMQWDNNGNTGNATCFV
FNGGYIFTCRHVVHLMVGKNTHPSL
'WPDIISKCAKVTFTYTEFCPTPDNWF
SIEPWLKVSNENLDYAILKLKENGN
AFPPGLWRQISPQPSTGLIYLIGHPE
GQIKKIDGCTVIPLNERLKKYPNDCQ
DGLVDLYDTTSNVYCMFTQRSFLSE
VWNTHTLSYDTCFSDGSSGSPVFNA
SGKLVALHTFGLFYQRGFNVHALIE
FGYSMDSILCDIKKTNESLYKSLNDE
KLETYDEEKGKQESSLQDHQIEPME
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