}Jl;l iprotKB Entry name organism |full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr.acel]
sites sites reticulum |apparatus| membrane [region
Q6SPFO SAMD1_HUMAN Homo Sterile 23.122608 S399 T107;S161;S261 |35132862;40596516;30379171 MAGPPALPPPETAAAATTAAAASSSA (True False 1.5 5.0 False False False False 4.0
sapiens alpha IASPHYQEWILDTIDSLRSRKARPDLE

motif RICRMVRRRHGPEPERTRAELEKLI

domain- QQRAVLRVSYKGSISYRNAARVQPP

containing RRGATPPAPPRAPRGAPAAAAAAAPP

protein 1 PTPAPPPPPAPVAAAAPARAPRAAAA

IAATAPPSPGPAQPGPRAQRAAPLAAP
PPAPAAPPAVAPPAGPRRAPPPAVAA
REPPLPPPPQPPAPPQQQQPPPPQPQ
PPPEGGAVRAGGAARPVSLREVVRY
LGGSGGAGGRLTRGRVQGLLEEEAA
IARGRLERTRLGALALPRGDRPGRAP
PAASARPSRSKRGGEERVLEKEEEE
DDDEDEDEEDDVSEGSEVPESDRPA
GAQHHQLNGERGPQSAKERVKEWT
PCGPHQGQDEGRGPAPGSGTRQVF
SMAAMNKEGGTASVATGPDSPSPVP
LPPGKPALPGADGTPFGCPPGRKEK
PSDPVEWTVMDVVEYFTEAGFPEQA
TAFQEQEIDGKSLLLMQRTDVLTGL
SIRLGPALKIYEHHIKVLQQGHFEDD
DPDGFLG




