
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6STE5 SMRD3_HUMAN Homo
sapiens

SWI/SNF-
related
matrix-
associated
actin-
dependent
regulator
of
chromatin
subfamily
D	member
3

19.129548 NaN S178 34019948 MAADEVAGGARKATKSKLFEFLVHG
VRPGMPSGARMPHQGAPMGPPGSP
YMGSPAVRPGLAPAGMEPARKRAAP
PPGQSQAQSQGQPVPTAPARSRSAK
RRKMADKILPQRIRELVPESQAYMD
LLAFERKLDQTIMRKRVDIQEALKRP
MKQKRKLRLYISNTFNPAKPDAEDS
DGSIASWELRVEGKLLDDPSKQKRK
FSSFFKSLVIELDKDLYGPDNHLVE
WHRTPTTQETDGFQVKRPGDLSVRC
TLLLMLDYQPPQFKLDPRLARLLGL
HTQSRSAIVQALWQYVKTNRLQDSH
DKEYINGDKYFQQIFDCPRLKFSEIP
QRLTALLLPPDPIVINHVISVDPSDQK
KTACYDIDVEVEEPLKGQMSSFLLST
ANQQEISALDSKIHETIESINQLKIQR
DFMLSFSRDPKGYVQDLLRSQSRDL
KVMTDVAGNPEEERRAEFYHQPWS
QEAVSRYFYCKIQQRRQELEQSLVV
RNT

None None None None None None None None None


