UniprotKB Entry name organism |full name |oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q6TEM5 |Q6TEMS5_DANRE |Danio Methionine-|26.412228 NaN NaN 40044042 MKLFIGEGNPHCLKVLAALELSGVR [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio -tRNA CETQLVKHEEKVVPYLTHPVLPILQL
ligase, PSGQHLFSPNSICQYLFDVSGQKAT

cytoplasmic

DATNQWLEWEATNLQPAVLQSLQL
'VALQGKRVEAAAVMKEPLSWLEQSL
SKRKTSFLTDEVVSVADVVLWAALY
PLLSDSAFEPGDLQAVRGWFERVCS
VSACQSAALRVLQGKGAEALKSFLQ
KQPVTHTPRRDSPSNSTEAEDSERE
LSPEEIEEAAQVYSEGLKDFTVVTER
KHPVLPQEGKRNVLITSALPYVNNV
PHLGNIIGCVLSADVFARYGRLRGW
NLLYICGTDEYGTATENKAREEGLTP
QQICDKYHCIHASIYQWFQIDFDFFG
RTTTQHQTEIAQDIFWRLHERGFLL
EDTVEQLRCEGCQRFLADRFVEGEC
PHCRFPEARGDQCDKCGRLINAVEL
KNPQCKVCKETPVIRSSKHLFLNLP
KLEQDLEQWLQTSTAAGDWTTNAR
HITRSWLRDGLKPRCITRDLKWGTP
VPHPDYKEKVFYVWFDAPIGYLSITA
NYTDQWERWWKNPQQVELYNFMA
KDNVPFHSVVFPCSLLGAQDNYTLV
NNLIATEYLNYEDTKFSKSRGVGVF
GDMAKDTGIPSDVWRFYLLYLRPEG
QDSAFSWTDMALKNNSELLNNLGN
FINRAGMFVSKFFDGCVPEMLLND
DDKRLIAQVCWELKQYIQLLDKVRIR
DALKCILNMSRHGNQYIQLNEPWK
KIKGGAEDRCRAGTVTGVSVNVACL
LAAVLEPFMPTVSLSIRSQLQAPESS
SRAMLSGPGAFICTLPAGHRIGTVSP
LFQKLENEQIEALRKRFGGLQPEEE
SAGLKTPSNSSVAVESKPNAGAAQH
TPASVTADPERAKQLTALVAEQGEK
'VRALKAQKAEKSAIGVEVAKLLDLK
NQLCLAEGKTPEPPAQKTKKK




