UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q6TLD7 Q6TLD7_DANRE |Danio Peptidyl- [26.412228 NaN NaN 40044042 MNVQPSNPNNPIVFFDVSIGGQEVG [NaN NaN NaN |[NaN NaN NaN NaN NaN None

rerio prolyl cis- RMKIELFADIVPKTAENFRQFCTGEF

trans
isomerase

KKDGVPVGYKGCTFHRVIKDFMIQG
GDFVNGDGTGICSIYRGPFADENFR
MKHSGPGLLSMANSGPGTNGCQFF
ITCTKCDWLDGKHVVFGKVVDGLLV
MRKIENVPTGPNNKPKLPIVVSQCG
EM




