}Jl;l iprotKB Entry name |organism [full name oglcnacscore oglcnac - phosphorylation 1y g sequence intracellular [extracellular cytosol [nucleus jmitochndrion | .. ic|golgi plasma
sites sites reticulum |apparatus membrar
Q6UB35 C1TM_HUMAN Homo Monofunctional {14.34082 'T588;S636 (S357 34725712;38665916;23301498;303 MGTRLPLVLRQLRRPPQPPGPPRRL (True False 3.337 |0.562 4.319 False False False
sapiens |C1- 79171;35083852;40596516 RVPCRASSGGGGGGGGGREGLLGQ
tetrahydrofolate RRPQDGQARSSCSPGGRTPAARDSI
synthase, VREVIQNSKEVLSLLQEKNPAFKPVL

mitochondrial

IATIQAGDDNLMQEINQNLAEEAGLN
ITHICLPPDSSEAEIIDEILKINEDTRV
HGLALQISENLFSNKVLNALKPEKD
'VDGVTDINLGKLVRGDAHECFVSPV
IAKAVIELLEKSGVNLDGKKILVVGAH
GSLEAALQCLFQRKGSMTMSIQWK
TRQLQSKLHEADIVVLGSPKPEEIPL
TWIQPGTTVLNCSHDFLSGKVGCGS
PRIHFGGLIEEDDVILLAAALRIQNM
'VSSGRRWLREQQHRRWRLHCLKLQ
PLSPVPSDIEISRGQTPKAVDVLAKEI
GLLADEIEIYGKSKAKVRLSVLERLK
DQADGKYVLVAGITPTPLGEGKSTVT
IGLVQALTAHLNVNSFACLRQPSQG
PTFGVKGGAAGGGYAQVIPMEEFNL
HLTGDIHAITAANNLLAAAIDTRILH
ENTQTDKALYNRLVPLVNGVREFSE
IQLARLKKLGINKTDPSTLTEEEVSK
FARLDIDPSTITWQRVLDTNDRFLRK
ITIGQGNTEKGHYRQAQFDIAVASET
MAVLALTDSLADMKARLGRMVVAS
DKSGQPVTADDLGVTGALTVLMKDA
IKPNLMQTLEGTPVFVHAGPFANIA
HGNSSVLADKIALKLVGEEGFVVTE
IAGFGADIGMEKFFNIKCRASGLVPN
VVVLVATVRALKMHGGGPSVTAGVP
LKKEYTEENIQLVADGCCNLQKQIQI
TQLFGVPVVVALNVFKTDTRAEIDLV
CELAKRAGAFDAVPCYHWSVGGKG
SVDLARAVREAASKRSRFQFLYDVQ
VPIVDKIRTIAQAVYGAKDIELSPEAQ
IAKIDRYTQQGFGNLPICMAKTHLSL
SHQPDKKGVPRDFILPISDVRASIGA
GFIYPLVGTMSTMPGLPTRPCFYDID
LDTETEQVKGLF




