}Jl;l iprotKB Entry name organism full name |oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochn:
Q6UUV7  |CRTC3_HUMAN [Homo CREB- 37.707191 S62;567;S71;S320;S321;S326;S327; S4;S62;T160;S162;S273;S329;S332; (35289036;33214551;39302247;314 [MAASPGSGSANPRKFSEKIALHTQR [True False 4.517 |4.674 |False
sapiens [regulated S329;T340;S343;S344;T352;S353;S |S370;S391;S396;5410;S443 92838;30059200;29237092;395314 |QAEETRAFEQLMTDLTLSRVQFQKL
transcription 358;S363;S601 97;40307207;35132862;34846842;2 QQLRLTQYHGGSLPNVSQLRSSASE
coactivator 9351928;39534244;35254053 FQPSFHQADNVRGTRHHGLVERPS
3 RNRFHPLHRRSGDKPGRQFDGSAF

GANYSSQPLDESWPRQQPPWKDEK
HPGFRLTSALNRTNSDSALHTSALS
TKPQDPYGGGGQSAWPAPYMGFCD
GENNGHGEVASFPGPLKEENLLNV
PKPLPKQLWETKEIQSLSGRPRSCD
VGGGNAFPHNGQNLGLSPFLGTLN
TGGSLPDLTNLHYSTPLPASLDTTDH
HFGSMSVGNSVNNIPAAMTHLGIRS
SSGLQSSRSNPSIQATLNKTVLSSSL
NNHPQTSVPNASALHPSLRLFSLSN
PSLSTTNLSGPSRRRQPPVSPLTLSP
GPEAHQGFSRQLSSTSPLAPYPTSQ
MVSSDRSQLSFLPTEAQAQVSPPPP
YPAPQELTQPLLQQPRAPEAPAQQP
QAASSLPQSDFQLLPAQGSSLTNFF
PDVGFDQQSMRPGPAFPQQVPLVQ
QGSRELQDSFHLRPSPYSNCGSLPN
TILPEDSSTSLFKDLNSALAGLPEVS
LNVDTPFPLEEELQIEPLSLDGLNML

SDSSMGLLDPSVEETFRADRL




