UniprotKB

Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol [nucleus i mitochndrion ent'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [ membrane region
Q6UW02 |CP20A HUMAN |Homo Cytochrome |32.819946 S247 NaN 40914422;38253038 MLDFAIFAVIFLLALVGAVLYLYPAS |False False 0.905 |2.26 1.26 2.761 False 2.36 1.226
sapiens |P450 20A1 (Q6UWO02- RQAAGIPGITPTEEKDGNLPDIVNSG
2);S250 SLHEFLVNLHERYGPVVSFWFGRRL
(Q6UWO02- 'VVSLGTVDVLKQHINPNKTSDPFET
2);S268 MLKSLLRYQSGGGSVSENHMRKKL
(Q6UWO02- YENGVTDSLKSNFALLLKLSEELLDK

2)

'WLSYPETQHVPLSQHMLGFAMKSV
TQMVMGSTFEDDQEVIRFQKNHGT
VWSEIGKGFLDGSLDKNMTRKKQY
EDALMQLESVLRNIIKERKGRNFSQ
HIFIDSLVQGNLNDQQILEDSMIFSL
ASCIITAKLCTWAICFLTTSEEVQKKL
YEEINQVFGNGPVTPEKIEQLRYCQ
HVLCETVRTAKLTPVSAQLQDIEGKI
DRFIIPRETLVLYALGVVLQDPNTWP
SPHKFDPDRFDDELVMKTFSSLGFS
GTQECPELRFAYMVTTVLLSVLVKR
LHLLSVEGQVIETKYELVTSSREEAW
ITVSKRY




