UniprotKB Entry name organism [full name [oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q6UWL2 SUSD1_HUMAN [Homo Sushi 25.090618 T472 NaN 35289036  MGRGPWDAGPSRRLLPLLLLLGLAR |[None None None |None None None None None None
sapiens domain- GAAGAPGPDGLDVCATCHEHATCQ
containing QREGKKICICNYGFVGNGRTQCVDK
protein 1 NECQFGATLVCGNHTSCHNTPGGF

[YCICLEGYRATNNNKTFIPNDGTFCT
DIDECEVSGLCRHGGRCVNTHGSFE
CYCMDGYLPRNGPEPFHPTTDATSC
TEIDCGTPPEVPDGYIIGNYTSSLGSQ
IVRYACREGFFSVPEDTVSSCTGLGT
WESPKLHCQEINCGNPPEMRHAILV
GNHSSRLGGVARYVCQEGFESPGGK
ITSVCTEKGTWRESTLTCTEILTKIND
VSLENDTCVRWQINSRRINPKISYVI
SIKGQRLDPMESVREETVNLTTDSR
TPEVCLALYPGTNYTVNISTAPPRRS
MPAVIGFQTAEVDLLEDDGSFNISIF
NETCLKLNRRSRKVGSEHMYQFTVL
GQRWYLANFSHATSFNFTTREQVPV
VCLDLYPTTDYTVNVTLLRSPKRHSV
QITIATPPAVKQTISNISGFNETCLRW
RSIKTADMEEMYLFHIWGQRWYQK
EFAQEMTFNISSSSRDPEVCLDLRP
GTNYNVSLRALSSELPVVISLTTQITE
PPLPEVEFFTVHRGPLPRLRLRKAKE
KNGPISSYQVLVLPLALQSTFSCDSE
GASSFFSNASDADGYVAAELLAKDV
PDDAMEIPIGDRLYYGEYYNAPLKRG
SDYCIILRITSEWNKVRRHSCAVWA
QVKDSSLMLLQMAGVGLGSLAVVII
LTFLSFSAV




