UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum |apparatus membrane |region
Q6UXD7 S49A3 _HUMAN |Homo Solute [26.250033 T309;T316 [NaN 30620550 MAGPTEAETGLAEPRALCAQRGHRT [None None None |None None None None None None
sapiens carrier YARRWVFLLAISLLNCSNATLWLSF

family APVADVIAEDLVLSMEQINWLSLVYL

49 'VVSTPFGVAAIWILDSVGLRAATILGA

member WLNFAGSVLRMVPCMVVGTQNPFA

A3 FLMGGQSLCALAQSLVIFSPAKLAAL

WFPEHQRATANMLATMSNPLGVLV
ANVLSPVLVKKGEDIPLMLGVYTIPA
GVVCLLSTICLWESVPPTPPSAGAAS
STSEKFLDGLKLQLMWNKAYVILAV
CLGGMIGISASFSALLEQILCASGHS
SGFSGLCGALFITFGILGALALGPYV
DRTKHFTEATKIGLCLFSLACVPFAL
VSQLQGQTLALAATCSLLGLFGFSV
GPVAMELAVECSFPVGEGAATGMIF
VLGQAEGILIMLAMTALTVRRSEPSL
STCQQGEDPLDWTVSLLLMAGLCTF
FSCILAVFFHTPYRRLQAESGEPPST
RNAVGGADSGPGVDRGGAGRAGVL
GPSTATPECTARGASLEDPRGPGSP
HPACHRATPRAQGPAATDAPSRPGR
LAGRVQASRFIDPAGSHSSFSSPWVI
T




