UniprotKB Entry name organism full name |(oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q6WBX7 RAD9B_MOUSE Mus Cell cycle (24.474581 NaN S354;S363 33300544 MLKCGMTGGQVKVFGKAVQTLSRV |None None None |None None None None None None
musculus |checkpoint SDELWLDPSEKGLALRSVNSCHSTY
control GYVLFSSMFFQHYQWSPFATMSDT
protein DLPLNLNCKLAIKSVLPIFRCLNYLE
RAD9B RSVEKCTVVARADKCRVVIQFFGKH

GIKRTHNVYFQDSQPLKIIFEKSLCA
NILMIKPRLLTEAIALLTSNQEEVTFS
VITPGNFCLKSLSGELLDLTSSVYSE
MSFGPEEFDFFQVGLDTEITFCFKE
LKGILTFSEVMHAPLAIYFDFPGKPV
VLSVEDMLLEANFILATLVDYPSRTS
SPQLLPLSQARRSHPIQSSAPEDKSR
'VSQTPESISRAAPKRLFPKDSPDSSS
AAETKRASAGQDDIFEVPESVVSDM
EEERSPSHLRKFSCMFFGAVSCEQQ
EYAGHPLDSLAVASDSEEDVSG




