
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q6WKZ4 RFIP1_HUMAN Homo
sapiens

Rab11
family-
interacting
protein	1

30.584871 NaN S184;S202;S206;S234;S300;S315;S
339;S341;S343;S345;S356;S357;S3
82;S435;S477;S529;S545;S758;S11
35

28411811;23301498;40914422;372
17939

MSLMVSAGRGLGAVWSPTHVQVTV
LQARGLRAKGPGGTSDAYAVIQVGK
EKYATSVSERSLGAPVWREEATFELP
SLLSSGPAAAATLQLTVLHRALLGLD
KFLGRAEVDLRDLHRDQGRRKTQW
YKLKSKPGKKDKERGEIEVDIQFMR
NNMTASMFDLSMKDKSRNPFGKLK
DKIKGKNKDSGSDTASAIIPSTTPSV
DSDDESVVKDKKKKSKIKTLLSKSNL
QKTPLSQSMSVLPTSKPEKVLLRPG
DFQSQWDEDDNEDESSSASDVMSH
KRTASTDLKQLNQVNFTLPKKEGLS
FLGGLRSKNDVLSRSNVCINGNHVY
LEQPEAKGEIKDSSPSSSPSPKGFRK
KHLFSSTENLAAGSWKEPAEGGGLS
SDRQLSESSTKDSLKSMTLPSYRPAP
LVSGDLRENMAPANSEATKEAKESK
KPESRRSSLLSLMTGKKDVAKGSEG
ENPLTVPGREKEGMLMGVKPGEDA
SGPAEDLVRRSEKDTAAVVSRQGSS
LNLFEDVQITEPEAEPESKSEPRPPIS
SPRAPQTRAVKPRLEVSPEAQPTARL
PSPTDSPSSLPPLPSSSGQASVPSEL
GHGADTQSSESPSVFSSLSSPIAAPIS
TSTPIESWPLVDRGQAKSEGPPLLPK
AELQTESLTPVPNSGSSALGSLFKQP
SFPANKGTEDSLMGRTRETGTEKNT
SSLELEESLPEQPETGRQEEELPRFP
CKKQDYSPSSGEAQEVPFALSLSSD
GAVSPVGELAAGGDRDLESQAGSLV
ESKARDAAEEVAPPLPMGASVPSIDS
MMRKLEEMGLNLRKDQKKTKKRVS
FSEQLFTEEAVAGAALLVEGHSSCP
QELNPAWSVAGNASDGEPPESPHA
EDSERESVTTPGPATCGAPASPADH
LLLPSQEESFSEVPMSEASSAKDTPL
FRMEGEDALVTQYQSKASDHEGLLS
DPLSDLQLVSDFKSPIMADLNLSLPS
IPEVASDDERIDQVEDDGDQVEDDG
ETAKSSTLDIGALSLGLVVPCPERGK
GPSGEADRLVLGEGLCDFRLQAPQA
SVTAPSEQTTEFGIHKPHLGKSSSLD
KQLPGPSGGEEEKPMGNGSPSPPPG
TSLDNPVPSPSPSEIFPVTHSFPSSA
HSDTHHTSTAESQKKATAEGSAGRV
ENFGKRKPLLQAWVSPSETHPVSAQ
PGAGTGSAKHRLHPVKPMNAMATK
VANCSLGTATIISENLNNEVMMKKY
SPSDPAFAYAQLTHDELIQLVLKQKE
TISKKEFQVRELEDYIDNLLVRVMEE
TPNILRIPTQVGKKAGKM

True False 4.774 1.605 1.027 1.17 1.663


