UniprotkB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol \nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q6WRX3 ZY11A HUMAN [Homo Protein [18.379595 S351 NaN 30379171 MVHFLHPGHTPRNIVPPDAQKDALG [None None None |None None None None None None
sapiens zyg-11 CCVVQEEASPYTLVNICLNVLIANLE
homolog KLCSERPDGTLCLPEHWSFPQEVAE
A RFLRVMTWQGKLTDRTASIFRGNQ

MKLKLVNIQKAKISTAAFIKAFCRHK
LIELNATAVHADLPVPDIISGLCSNR
WIQQNLQCLLLDSTSIPQNSRLLFFS
QLTGLRILSVFNVCFHTEDLANVSQ
LPRLESLDISNTLVTDISALLTCKDRL
KSLTMHYLKCLAMTKSQILAVIRELK
CLLHLDISDHRQLKSDLAFHLLQQK
DILPNVVSLDISGGNCITDEAVELFIR
LRPAMQFVGLLATDAGSSDFFTTKQ
GLRVAGGASMSQISEALSRYRNRSC
FVKEALHRLFTETFSMEVTMPAILKL
\VAIGMRNHPLDLRVQFTASACALNL
TRQGLAKGMPVRLLSEVTCLLFKAL
KNFPHYQQLQKNCLLSLTNSRILVD
VPFDRFDAAKFVMRWLCKHENPKM
QTMAVSVTSILALQLSPEQTAQLEEL
FMAVKELLAIVKQKTTENLDDVTFL
FTLKALWNLTDGSPAACKHFIENQG
LQIFIQVLETFSESAIQSKVLGLLNNI
AEVRELSSKLVTEDVLKHINSLLCSR
EMEVSYFAAGIIAHLTSDRQLWISRD
FQRRTLLQDLHATIQNWPSSSCKMT
IALVTYRSFKTFFPLLGNFSQPEVQL
WALWAMYHVCSKNPSKYCKMLVEE
EGLQLLCDIQEHSEATPKAQQIAASI

LDDFRMHFMNYQRPTLCQMPF




