UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion en(!oplasmu: golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q6XBJ3 ONEC2_MOUSE [Mus One cut 38.223321 NaN NaN 40997131 MKAAYTAYRCLTKDLEGCAMNPELT [True False 2.494 |5.0 1.775 1.436 0.632 1.716 1.884
musculus |domain MESLGTLHGPVGGGSGGGGGGGGG
family GGGGGPGHEQELLASPSPHHAGRG
member AAGSLRGPPPPTAHQELGTAAAAAA

2

AASRSAMVTSMASILDGSDYRPELSI
PLHHAMSMSCDSSPPGMGMSNTYT
TLTPLQPLPPISTVSDKFHHPHPHH
HPHHHHHHHHHHQRLSGNVSGSF
TLMRDERGLPSMNNLYSPYKEMPS
MSQSLSPLAATPLGNGLGGLHNAQ
QSLPNYGPPGHDKMLSPNFDAHHT
AMLTRGEQHLSRGLGTPPAAMMSH
LNGLHHPGHTQSHGPVLAPSRERPP
SSSSGSQVATSGQLEEINTKEVAQRI
TAELKRYSIPQAIFAQRVLCRSQGTL
SDLLRNPKPWSKLKSGRETFRRMW
KWLQEPEFQRMSALRLAACKRKEQ
EPNKDRNNSQKKSRLVFTDLQRRTL
FAIFKENKRPSKEMQITISQQLGLEL
TTVSNFFMNARRRSLEKWQDDLGT
GGSSSTSSTCTKA




