
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6XZF7 DNMBP_HUMAN Homo
sapiens

Dynamin-
binding
protein

24.143647 T511 S496;S684 35254053;39894887;30379171 MEAGSVVRAIFDFCPSVSEELPLFVG
DIIEVLAVVDEFWLLGKKEDVTGQFP
SSFVEIVTIPSLKEGERLFVCICEFTS
QELDNLPLHRGDLVILDGIPTAGWL
QGRSCWGARGFFPSSCVRELCLSSQ
SRQWHSQSALFQIPEYSMGQARAL
MGLSAQLDEELDFREGDVITIIGVPE
PGWFEGELEGRRGIFPEGFVELLGP
LRTVDESVSSGNQDDCIVNGEVDTP
VGEEEIGPDEDEEEPGTYGVALYRFQ
ALEPNELDFEVGDKIRILATLEDGWL
EGSLKGRTGIFPYRFVKLCPDTRVEE
TMALPQEGSLARIPETSLDCLENTLG
VEEQRHETSDHEAEEPDCIISEAPTS
PLGHLTSEYDTDRNSYQDEDTAGGP
PRSPGVEWEMPLATDSPTSDPTEVV
NGISSQPQVPFHPNLQKSQYYSTVG
GSHPHSEQYPDLLPLEARTRDYASL
PPKRMYSQLKTLQKPVLPLYRGSSVS
ASRVVKPRQSSPQLHNLASYTKKHH
TSSVYSISERLEMKPGPQAQGLVME
AATHSQGDGSTDLDSKLTQQLIEFE
KSLAGPGTEPDKILRHFSIMDFNSEK
DIVRGSSKLITEQELPERRKALRPPPP
RPCTPVSTSPHLLVDQNLKPAPPLVV
RPSRPAPLPPSAQQRTNAVSPKLLSR
HRPTCETLEKEGPGHMGRSLDQTSP
CPLVLVRIEEMERDLDMYSRAQEEL
NLMLEEKQDESSRAETLEDLKFCES
NIESLNMELQQLREMTLLSSQSSSL
VAPSGSVSAENPEQRMLEKRAKVIE
ELLQTERDYIRDLEMCIERIMVPMQ
QAQVPNIDFEGLFGNMQMVIKVSK
QLLAALEISDAVGPVFLGHRDELEGT
YKIYCQNHDEAIALLEIYEKDEKIQK
HLQDSLADLKSLYNEWGCTNYINLG
SFLIKPVQRVMRYPLLLMELLNSTPE
SHPDKVPLTNAVLAVKEINVNINEYK
RRKDLVLKYRKGDEDSLMEKISKLN
IHSIIKKSNRVSSHLKHLTGFAPQIK
DEVFEETEKNFRMQERLIKSFIRDLS
LYLQHIRESACVKVVAAVSMWDVC
MERGHRDLEQFERVHRYISDQLFTN
FKERTERLVISPLNQLLSMFTGPHKL
VQKRFDKLLDFYNCTERAEKLKDKK
TLEELQSARNNYEALNAQLLDELPK
FHQYAQGLFTNCVHGYAEAHCDFV
HQALEQLKPLLSLLKVAGREGNLIAI
FHEEHSRVLQQLQVFTFFPESLPAT
KKPFERKTIDRQSARKPLLGLPSYML
QSEELRASLLARYPPEKLFQAERNF
NAAQDLDVSLLEGDLVGVIKKKDPM
GSQNRWLIDNGVTKGFVYSSFLKPY
NPRRSHSDASVGSHSSTESEHGSSS
PRFPRQNSGSTLTFNPSSMAVSFTS
GSCQKQPQDASPPPKECDQGTLSAS
LNPSNSESSPSRCPSDPDSTSQPRS
GDSADVARDVKQPTATPRSYRNFRH
PEIVGYSVPGRNGQSQDLVKGCART
AQAPEDRSTEPDGSEAEGNQVYFAV
YTFKARNPNELSVSANQKLKILEFK
DVTGNTEWWLAEVNGKKGYVPSNY
IRKTEYT

True False 4.535 4.469 False False 4.0 False False


