
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6Y288 B3GLT_HUMAN Homo
sapiens

Beta-1,3-
glucosyltransferase

25.090618 S125 NaN 35289036 MRPPACWWLLAPPALLALLTCSLAF
GLASEDTKKEVKQSQDLEKSGISRK
NDIDLKGIVFVIQSQSNSFHAKRAEQ
LKKSILKQAADLTQELPSVLLLHQLA
KQEGAWTILPLLPHFSVTYSRNSSWI
FFCEEETRIQIPKLLETLRRYDPSKE
WFLGKALHDEEATIIHHYAFSENPT
VFKYPDFAAGWALSIPLVNKLTKRLK
SESLKSDFTIDLKHEIALYIWDKGGG
PPLTPVPEFCTNDVDFYCATTFHSFL
PLCRKPVKKKDIFVAVKTCKKFHGD
RIPIVKQTWESQASLIEYYSDYTENSI
PTVDLGIPNTDRGHCGKTFAILERFL
NRSQDKTAWLVIVDDDTLISISRLQH
LLSCYDSGEPVFLGERYGYGLGTGG
YSYITGGGGMVFSREAVRRLLASKC
RCYSNDAPDDMVLGMCFSGLGIPVT
HSPLFHQARPVDYPKDYLSHQVPISF
HKHWNIDPVKVYFTWLAPSDEDKA
RQETQKGFREEL

False False 1.187 1.184 0.937 4.383 1.459 1.082 2.198


