UniprotKB Entry name organism full name oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma

ID sites reticulum apparatus membrane

Q6Y685 TACC1_MOUSE |Mus Transforming (32.878673 NaN S4;S10;545;S148;5154;5228;S376;S [28528544;22645316 MAFSPWQILSPVQWAKWTWSAVRG [None None None |None |None None None None
musculus |acidic coiled- 401;S480;S560 SGAGEDEAGGPEGDPEEEEDSQAET

coil-
containing
protein 1

KSLSFSSDSEGNFETPEAETPIRSPL
KESCDSSPGLAEPEAKPQESREADE
QLVAEVIEKCSPDTCSRSSENEAPQA
TVDSHPVKDVRGKAEHDVSKISVVR
PFSIETRNCTDDPAALGTAAAHGCVP
IVLPGMALPSTTPEATQDEPVMDRG
MGVTLEAFTEASLKTGGPCPEPVAS
RSKLRKPKPVSLRKKMAPEPEMLME
GSPLPKASSPWLPDGLDQNANPSVL
RGSGAQRSPLNLKETAGVLSNDTSD
SGVEVAPGSPPLQLEDDFTEDGENV
KIRSALPKQSGRKPSNKLAPSIRKDG
'VSKPVGVEQPSDPTVQDALLDQMSP
KLDPSKRSHPPANFFGSGPILQNSPP
LSSKCSHHFDPNNINTDDSGDPCKP
TPALTSSGFCPATGNHVNEILDSPKK
IAKSRLITSGCKVKKYEAQPLDLDACS
QDEGAVISKISEIPNRDGHATDEEKL
IASTSSCAQKSAGAGVKGIEKETCQK
MEKEELAVHGLLESSSEKAPVSVAC
GGESPLDGICLSEADKTAVLTLIREEI
ITKEIEANEWKKKYEETREEVLEMR
KIVAEYEKTIAQMIEDEQRTSMSSQK
SFQQLTMEKEQALADLNSVERSLSD
LFRRYENLKGVLEGFKKNEEALKKC
AQDYLARVKQEEQRYQALKVHAEEK
LDRANEEIAQVRSKAKAESAALHAG
LRKEQMKVESLERALQQKNQEIEEL
TKICDELIAKLGKTD




