UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi o exu.racell“lar
ID sites sites reticulum |apparatus membrane |region
Q6YP21 KAT3 HUMAN [Homo Kynurenine-- (18.61626 NaN NaN 28510447;38665916 MFLAQRSLCSLSGRAKFLKTISSSKI |None None None [None None None None None None

sapiens |oxoglutarate LGFSTSAKMSLKFTNAKRIEGLDSN

transaminase
3

VWIEFTKLAADPSVVNLGQGFPDISP
PTYVKEELSKIAAIDSLNQYTRGFGH
PSLVKALSYLYEKLYQKQIDSNKEILV
TVGAYGSLFNTIQALIDEGDEVILIVP
FYDCYEPMVRMAGATPVFIPLRSKP
'VYGKRWSSSDWTLDPQELESKFNS
KTKAIILNTPHNPLGKVYNREELQVI
ADLCIKYDTLCISDEVYEWLVYSGNK
HLKIATFPGMWERTITIGSAGKTFSV
TGWKLGWSIGPNHLIKHLQTVQQN
TIYTCATPLQEALAQAFWIDIKRMDD
PECYFNSLPKELEVKRDRMVRLLES
'VGLKPIVPDGGYFIIADVSLLDPDLSD
MKNNEPYDYKFVKWMTKHKKLSAI
PVSAFCNSETKSQFEKFVRFCFIKKD
STLDAAEEIIKAWSVQKS




