UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus  membrane region
Q6ZMPO THSD4 _HUMAN Homo 'Thrombospondin [17.826004 NaN NaN 38665916 MVSHFMGSLSVLCFLLLLGFQFVCP |None None None |None None None None None None

sapiens

type-1 domain-
containing
protein 4

QPSTQHRKVPQRMAAEGAPEDDGG
GGAPGVWGAWGPWSACSRSCSGGV
MEQTRPCLPRSYRLRGGQRPGAPAR
AFADHVVSAVRTSVPLHRSRDETPA
LAGTDASRQGPTVLRGSRHPQPQGL
EVTGDRRSRTRGTIGPGKYGYGKAPY
ILPLQTDTAHTPQRLRRQKLSSRHSR
SQGASSARHGYSSPAHQVPQHGPLY
QSDSGPRSGLQAAEAPIYQLPLTHD
QGYPAASSLFHSPETSNNHGVGTHG
ATQSFSQPARSTAISCIGAYRQYKLC
NTNVCPESSRSIREVQCASYNNKPF
MGRFYEWEPFAEVKGNRKCELNCQ
AMGYRFYVRQAEKVIDGTPCDQNGT
AICVSGQCKSIGCDDYLGSDKVVDK
CGVCGGDNTGCQVVSGVFKHALTSL
GYHRVVEIPEGATKINITEMYKSNNY
LALRSRSGRSIINGNWAIDRPGKYEG
GGTMFTYKRPNEISSTAGESFLAEGP
TNEILDVYMIHQQPNPGVHYEYVIM
GTNAISPQVPPHRRPGEPFNGQMVT
EGRSQEEGEQKGRNEEKEDLRGEA
PEMFTSESAQTFPVRHPDRFSPHRP
DNLVPPAPQPPRRSRDHNWKQLGT
TECSTTCGKGSQYPIFRCVHRSTHE
EAPESYCDSSMKPTPEEEPCNIFPCP
AFWDIGEWSECSKTCGLGMQHRQV
LCRQVYANRSLTVQPYRCQHLEKPE
TTSTCQLKICSEWQIRTDWTSCSVPC
GVGQRTRDVKCVSNIGDVVDDEEC
NMKLRPNDIENCDMGPCAKSWFLT
EWSERCSAECGAGVRTRSVVCMTN
HVSSLPLEGCGNNRPAEATPCDNGP
CTGKVEWFAGSWSQCSIECGSGTQ
QREVICVRKNADTFEVLDPSECSFLE
KPPSQQSCHLKPCGAKWFSTEWSM
CSKSCQGGFRVREVRCLSDDMTLS
NLCDPQLKPEERESCNPQDCVPEVD
ENCKDKYYNCNVVVQARLCVYNYYK
TACCASCTRVANRQTGFLGSR




