UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6ZNW5 |GDPP1_HUMAN Homo GDP-D- 34.455997 NaN NaN 40914422 MALPHDSNETSYLLPPNNEDWGRQ False 3.291 [|2.176  |1.639 0.906 0.795 1.407 1.692
sapiens glucose TIPDFVYGQKDLMAEGIQWPRNAPG
phosphorylase IPDALPQSPFDAALCSAWKQRVELG
1

LFRYRLRELQTQILPGAVGFVAQLNV
ERGVQRRPPQTIKSVRQAFDPVQFN
FNKIRPGEVLFRLHREPDLPGTLLQE
DILVVINVSPLEWGHVLLVPEPARQL
PQRLLPGALRAGIEAVLLSLHPGFRV
GFNSLGGLASVNHLHLHGYYLAHRL
PVEQAPSEPLDPGGHLHLLQDLPAP
GFLFYTRGPGPDLESLISRVCRATDY
LTDHEIAHNLFVTRGAPPGKTSPSSA
LTGVRVILWARKSSFGIKDGEAFNVA
LCELAGHLPVKTSQDFSSLTEAAAVA
LIQDCRLPPSQAEDVQAALVALMSQ
EEQ




