
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6ZQ06 CE162_MOUSE Mus
musculus

Centrosomal
protein	of
162	kDa

25.685855 NaN S160;S163 39627609 MAHYFKVDLDEEFERFMKELSDDS
FENSNKTPRQPNEDNKEMKKKDPV
PWWIAEDDFEDDGLLGTNVSYLKTK
KTYQPVMDTEEESAEKVQFLKSSGT
SILSVDSLEANELVVSEPHHSTLGLG
LDTLEEQEEKEQFFARLEKGLTSSID
YSKLNQELDSDDSAQLKALHRYPRN
TEPAEDGCENESEQEELPETYSDDF
EDAEDADDPLITKDEETHPKENSES
GKDSFPKQEEEKTGMLANVVLLDSF
DSVEDVGLSSQEKATPKAKAPPEITD
DGPAETGVPYGQSSGDTEALHQAYC
HVAHSLGDTGEPRIEASTVQTVRSSI
KDGLQENEESSKNVSTTESDLPTVE
ELMQPIRIDSYGIRAFDLQPISLKKAT
DSKEAESVGSLPLKTNTNTVSQDTR
HAIQFPHKHDESVVLHRTADEGMG
SSCPATEEHLDKMYLEILKKKTSVNP
SLLPQDDKMNQTSRSQLGAGEEVPV
IGKQVPCKKARSTPSLPKRKPQSGLY
ASARSSGYGKPSSPLQLFSALEKKTS
KDNTKTKSVRSIPTSNQFRKREILSG
TKLIKPAASNKPSPHREGSPATPKRP
EDPSDDSFVQLQTEPLGSYGGNREK
ELLMLKRAQDAEEKWTGAQALMEQ
MKMTFCEKEKELENTVESLKRQQE
RELFRLNQENYILQAKLSSFEETSRK
QRWLQFGETSDPLTGEKLKQIQKEI
QEQETLLQGYQQENERLYNQVKDL
QEQNKKNEERMFKENQNLFSELAS
LKEQMHKNHFLSQAVENTEPTKNQ
SFTDLLAELRAAQKEKNHLMEDIKR
LKQDKQALEVDLEKVKRERDQAKD
QIAYATGEKLYEIKILEETHKQEVSRL
QKRLQWYAENQELLDRDAARLREA
NEETEKLRLEIEKLKTESGSPATQQR
LRSKERALDAKRIQDLERQVKEMEG
ILKRRYPNSLPALILAASAAGDSVDR
NTVEFMERRIKKLEADLEGKDEEAK
KSLRTMEQQFQKMKIQYEQRLEEQ
EQLLAHRQKEAPQSQRNSSSRLKAL
ETELGDIKEAHQITVRKLEAEIDVLK
HQNADLEHKKNDKGDQGLQSIEFQ
VEQAQARAKLARLNEELAAKGREIQ
DLTKTVERLQKERRMMLSRQIPRSR
EETAAKRLKKDPNRGHGNAFPETLD
GKLYHPHTFTDSHISEVLEENYRLRS
ELEGLILERSKLKMESEAAVCQLEN
SMKRVKDDAAAHIASLKASHEREIE
KLLCQNAIENSSSKVAELNRKIATQE
VLLKHFQGQVNELQGKQESLAVSQV
REEILQKQITKLLEELKEAKENHTPE
MKHFMGLERKIKQMEMRHRQREQ
ELQQIIQQTRQVVETEQNKEVEKWK
RLAQLKNRELDKFRTELDSILDVLRE
LHRQGVVVPMALAGEENTAEF

False False 2.909 3.789 0.897 False 0.5 1.011 0.704


