UniprotKB Entry name lorganism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
Q6ZQ82 RHG26_MOUSE Mus Rho 24.992371 S418 NaN 36852467 MGLPALEFSDCCLDSPHFRETLKSH (None None None |None None None None None None
musculus |GTPase- EAELDKTNKFIKELIKDGKSLISALK
activating NLSSAKRKFADSLNEFKFQCIGDAE
protein TDDEMCIARSLQEFAAVLRNLEDER
26 SRMIENASEVLITPLEKFRKEQIGAA

REAKKKYDKETEKYCGTLEKHLNLS
SKKKESQLQEADSQVDLVRQHFYEV
SLEYVFKVQEVQERKMFEFVEPLLA
FLQGLFTFYHHGYELAKDFGDFKTQ
LTISIQNTRNRFEGTRSEVESLMKK
MKENPLEHKTISPYTMEGYLYVQEK
RHFGTSWVKHYCTYQRDSKQITMVP
FDQKSGGKGGEDESVTLKSCTRRKT
DSIEKRFCFDVEAVDRPGVITMQALS
EEDRRLWMEAMDGREPVYNSNRD
SQSEGTAQLDSIGFSIIRKCIHAVETR
GINEQGLYRIVGVNSRVQKLLSVLM
DPKAASETETDICAEWEIKTVTSALK
TYLRMLPGPLMMYQFQRSFIKAAKL
ENQETRVSEIHSLVHRLPEKNRQML
QLLMNHLANVANNHKQNLMTVAN
LGVVFGPTLLRPQEETVAAIMDIKFQ
NIVIEILIENHEKIFNTVPDVPLTNAQ
LHLSRKKSSDSKPPSCSKRPLTLFHA
VPSTEKQEQRNSIINSSLESVSSSAN
SILNSSSSLQPNLNSSDSNLDVVKPS
RPSSLPPNPSPTSPLSPSWPMFSAPS
SPMPTSSTSSDSSPIRSVAGFVWFSV
IAAVVLSLAWSSLHAVFSLLVNFVPC
HPNLHLLFDRPEEAVREDSSTPFRK
IAKALYACQAEHDSELSFTAGTVFDN
VHPSQEPGWLEGTLNGKTGLIPENY
IVEFL




